	Table S4. Linear regression analysis of lineage and compensatory mutations on log2_RFB_MIC(without rpoB adjustment).

	Characteristic
	N
	Beta
	95% CI
	P value

	Lineage
	
	
	
	

	L2
	162
	—
	—
	

	Non-L2
	21
	-1.08            
	-1.98 to -0.18
	0.020

	Compensatory mutation
	
	
	
	

	Yes
	93
	—
	—
	

	No
	90
	-0.76
	-1.33 to -0.19
	0.010

	[bookmark: _GoBack]Model fit: R² = 0.061, Adjusted R² = 0.051, Model P = 0.003.
Abbreviation: CI, confidence interval.



