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This table summarizes raw participant counts for each pathogen-clinical outcome pair. "Pos" denotes patients testing positive for the corresponding pathogen; "Neg" denotes pathogen-negative patients. "No event" indicates the clinical endpoint did not occur; "Event" indicates the clinical endpoint occurred.
	Clinical outcome
	Pathogen
	Pos, no event
	Pos, event
	Neg, no event
	Neg, event

	Hospitalization
	IFV-A
	0
	34
	451
	931

	Hospitalization
	IFV-B
	0
	61
	451
	904

	Hospitalization
	HRV
	0
	19
	451
	946

	Hospitalization
	HMPV
	0
	8
	451
	957

	Hospitalization
	HPIV
	3
	102
	448
	863

	Hospitalization
	RSV
	1
	18
	450
	947

	Hospitalization
	HCoV
	0
	6
	451
	959

	Hospitalization
	ADV
	0
	24
	451
	941

	Hospitalization
	EV
	0
	12
	451
	953

	Hospitalization
	H. influenzae
	0
	20
	451
	945

	Hospitalization
	S. aureus
	0
	21
	451
	944

	Hospitalization
	S. pneumoniae
	0
	20
	451
	945

	Hospitalization
	K. pneumoniae
	0
	3
	451
	962

	Hospitalization
	P. aeruginosa
	0
	5
	451
	960

	Severe illness
	IFV-A
	13
	21
	773
	609

	Severe illness
	IFV-B
	25
	36
	761
	594

	Severe illness
	HRV
	5
	14
	781
	616

	Severe illness
	HMPV
	5
	3
	781
	627

	Severe illness
	HPIV
	39
	66
	747
	564

	Severe illness
	RSV
	6
	13
	780
	617

	Severe illness
	HCoV
	3
	3
	783
	627

	Severe illness
	ADV
	14
	10
	772
	620

	Severe illness
	EV
	5
	7
	781
	623

	Severe illness
	H. influenzae
	9
	11
	777
	619

	Severe illness
	S. aureus
	10
	11
	776
	619

	Severe illness
	S. pneumoniae
	6
	14
	780
	616

	Severe illness
	K. pneumoniae
	2
	1
	784
	629

	Severe illness
	P. aeruginosa
	3
	2
	783
	628

	Pneumonia
	IFV-A
	0
	34
	373
	1009

	Pneumonia
	IFV-B
	3
	58
	370
	985

	Pneumonia
	HRV
	0
	19
	373
	1024

	Pneumonia
	HMPV
	0
	8
	373
	1035

	Pneumonia
	HPIV
	5
	100
	368
	943

	Pneumonia
	RSV
	1
	18
	372
	1025

	Pneumonia
	HCoV
	0
	6
	373
	1037

	Pneumonia
	ADV
	0
	24
	373
	1019

	Pneumonia
	EV
	1
	11
	372
	1032

	Pneumonia
	H. influenzae
	1
	19
	372
	1024

	Pneumonia
	S. aureus
	0
	21
	373
	1022

	Pneumonia
	S. pneumoniae
	0
	20
	373
	1023

	Pneumonia
	K. pneumoniae
	1
	2
	372
	1041

	Pneumonia
	P. aeruginosa
	0
	5
	373
	1038




Supplementary Table S2. Distribution of laboratory evidence used for confirmation of Mycoplasma pneumoniae infection

Acute MP infection was confirmed when at least one of the four prespecified laboratory criteria was positive: targeted NGS, MP-specific qPCR, serum MP-IgM >1.1, or particle agglutination antibody titer ≥1:160. These criteria were not mutually exclusive; therefore, individual patients could meet more than one criterion. Molecular evidence was defined as a positive NGS and/or qPCR result.
	NGS
	qPCR
	IgM
	PA
	Patients, n (%)

	−
	−
	−
	+
	632 (42.2)

	−
	−
	+
	−
	338 (22.5)

	−
	−
	+
	+
	217 (14.5)

	+
	−
	−
	−
	211 (14.1)

	+
	−
	−
	+
	42 (2.8)

	+
	−
	+
	+
	26 (1.7)

	+
	−
	+
	−
	22 (1.5)

	−
	+
	−
	−
	7 (0.5)

	+
	+
	−
	−
	3 (0.2)

	+
	+
	+
	+
	1 (0.1)

	Total
	
	
	
	1499 (100)




Supplementary Table S3. Weekly MP testing volume, positive detections, crude positivity, and testing-method-adjusted positivity during the study period

Weekly counts were calculated at the patient-week level. Multiple MP tests performed in the same patient within the same week were counted once, whereas patients tested in different weeks could contribute to more than one weekly denominator. A patient was considered MP-positive within a given week if any MP diagnostic test performed during that week met the predefined positivity criteria. Therefore, the sum of weekly tested or positive counts may exceed the number of unique patients during the entire study period. Crude positivity was calculated as the number of MP-positive patients divided by the number of patients tested for MP in each week. Testing-method-adjusted positivity was estimated using logistic regression including calendar week and indicators for the MP testing modalities performed (MP-Ab, MP-IgM, MP-DNA, and tNGS), followed by standardization to a common distribution of testing modalities.
	Week
	Tested (n)
	Positive (n)
	Crude positivity (%)
	Method adjusted positivity (%)

	2023/7/2
	5
	2
	40
	19.3

	2023/7/9
	2
	1
	50
	25.1

	2023/7/16
	3
	2
	66.7
	37.5

	2023/7/23
	9
	4
	44.4
	21.8

	2023/7/30
	53
	28
	52.8
	45.1

	2023/8/6
	99
	53
	53.5
	44.8

	2023/8/13
	113
	59
	52.2
	43.3

	2023/8/20
	108
	52
	48.1
	41.7

	2023/8/27
	119
	63
	52.9
	47.8

	2023/9/3
	129
	63
	48.8
	44.5

	2023/9/10
	132
	58
	43.9
	41.5

	2023/9/17
	156
	78
	50
	49.3

	2023/9/24
	144
	67
	46.5
	45.9

	2023/10/1
	151
	56
	37.1
	33.5

	2023/10/8
	146
	78
	53.4
	50.1

	2023/10/15
	240
	106
	44.2
	46.7

	2023/10/22
	265
	108
	40.8
	44.4

	2023/10/29
	298
	116
	38.9
	44.9

	2023/11/5
	370
	167
	45.1
	50.7

	2023/11/12
	308
	125
	40.6
	46

	2023/11/19
	299
	110
	36.8
	45.2

	2023/11/26
	68
	40
	58.8
	56.3

	2023/12/3
	83
	37
	44.6
	44.7

	2023/12/10
	96
	42
	43.8
	39.4

	2023/12/17
	53
	35
	66
	59.9

	2023/12/24
	25
	23
	92
	74

	2023/12/31
	23
	21
	91.3
	72.3

	2024/1/7
	19
	11
	57.9
	30.4

	2024/1/14
	6
	3
	50
	25.1




Supplementary Table S4. Pathogens covered by the 98-pathogen targeted sequencing panel

	Category
	Subcategory
	Pathogens

	Viruses
	DNA viruses
	Human adenovirus B; Human adenovirus C; Human adenovirus E; Human bocavirus 1; Human herpesvirus 1; Human herpesvirus 2; Human herpesvirus 3; Human herpesvirus 4; Human herpesvirus 5; Human herpesvirus 6A; Human herpesvirus 6B; Human herpesvirus 7

	Viruses
	RNA viruses
	Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2); Rhinovirus A; Rhinovirus B; Rhinovirus C; Human respiratory syncytial virus A; Human respiratory syncytial virus B; Human parainfluenza virus 1; Human parainfluenza virus 2; Human parainfluenza virus 3; Human parainfluenza virus 4; Influenza A virus H1N1; Influenza A virus H3N2; Influenza A virus H5N1; Influenza A virus H7N9; Influenza B virus; Influenza C virus; Human coronavirus 229E; Human coronavirus HKU1; Human coronavirus NL63; Human coronavirus OC43; Human metapneumovirus; Enterovirus A; Enterovirus B; Enterovirus C; Enterovirus D; Mumps virus; Measles virus; Norovirus; Meningitis/encephalitis virus*; Dengue virus; Hantavirus

	Gram-positive bacteria
	—
	Staphylococcus aureus; Mycobacterium tuberculosis complex; Mycobacterium avium complex; Mycobacterium abscessus; Mycobacterium kansasii; Mycobacterium marinum; Mycobacterium chelonae; Mycobacterium fortuitum; Mycobacterium massiliense; Streptococcus pneumoniae; Streptococcus pyogenes; Streptococcus agalactiae; Enterococcus faecium; Enterococcus faecalis; Corynebacterium diphtheriae; Nocardia asteroides; Nocardia asiatica; Nocardia brasiliensis; Nocardia nova†; Listeria monocytogenes; Tropheryma whipplei; Nocardia farcinica†; Bacillus anthracis; Bacillus cereus

	Gram-negative bacteria
	—
	Moraxella catarrhalis; Haemophilus influenzae; Pseudomonas aeruginosa; Acinetobacter baumannii; Stenotrophomonas maltophilia; Escherichia coli; Klebsiella pneumoniae; Legionella pneumophila; Neisseria meningitidis; Enterobacter cloacae complex; Proteus mirabilis; Brucella spp.; Burkholderia cenocepacia; Burkholderia cepacia; Bordetella pertussis; Bordetella parapertussis; Leptospira interrogans

	Mycoplasma/Chlamydia/Rickettsia-like pathogens
	—
	Mycoplasma pneumoniae; Ureaplasma urealyticum; Chlamydia pneumoniae; Chlamydia trachomatis; Chlamydia psittaci; Orientia tsutsugamushi; Coxiella burnetii

	Fungi
	—
	Cryptococcus neoformans; Pneumocystis jirovecii; Talaromyces marneffei; Aspergillus fumigatus; Aspergillus flavus; Aspergillus niger; Aspergillus terreus; Candida albicans; Candida tropicalis



