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	accession
	description

	LC936413.1
	LC936413.1 Norovirus GII Hu/GII.17[P17]/TKY250798/2025/JP RNA, nearly complete genome

	PZ264184.1
	PZ264184.1 Norovirus GII isolate HNDZ202404/CHN/2024 nonstructural polyprotein, RdRp region, (ORF1) gene, partial cds; and VP1 (ORF2) gene, complete cds

	PV784344.1
	PV784344.1 Norovirus GII isolate Hu/GII.17/186/DE/2024, complete genome

	PZ234825.1
	PZ234825.1 Norovirus GII isolate 20242120 nonstructural polyprotein (ORF1), VP1 (ORF2), and VP2 (ORF3) genes, complete cds

	LC433732.1
	LC433732.1 Norovirus GII Hu/JP/2015/GII.P17_GII.17/OH15061 genes for RNA polymerase, VP1 capsid protein, partial and complete cds

	KP998539.1
	KP998539.1 Norovirus GII.17 isolate GII/Hu/HKG/2014/GII.17/CUHK-NS-463, complete genome

	LC790062.1
	LC790062.1 Norovirus GII.2 GII/Hu/JP/2023/GII.2[P16]/TKY221324 RNA, nearly complete genome

	PZ741900.1
	PZ741900.1 Norovirus GII isolate Hu/GII.4 Sydney[P31]/WI0326/2019/USA, complete genome

	LC790056.1
	LC790056.1 Norovirus GII.6 GII/Hu/JP/2022/GII.6[P7]/TKY220914 RNA, nearly complete genome

	LC877034.1
	LC877034.1 Norovirus GII.7 Hu/GII.7[P7]/TKY2931/2025/JPN RNA, nearly complete genome

	GU594162.1
	GU594162.1 Norovirus Hu/GII.14/8610/Saga/2008/JPN, complete genome

	KX079488.1
	KX079488.1 Norovirus GII.21 strain NoV/Kor/JW, complete genome

	AB081723.2
	Norwalk-like virus genomic RNA, complete genome, strain: WUG1

	U07611.2
	Hawaii calicivirus nonstructural polyprotein and capsid protein genes, complete cds; and unknown gene

	PZ264244.1
	Norovirus GII isolate 2023SCSN31/CHN/2023 nonstructural polyprotein (ORF1) gene, partial cds; and VP1 (ORF2) gene, complete cds




Supplementary Table 2 Association Between Personal Hygiene, Dining Habits and Acute Gastroenteritis Risk
	Variable
	Value
	Controls
	Cases
	OR(95%CI)

	Use of personal utensils
	Yes
	5
	0
	0.15（0.02-1.26）

	
	No
	82
	92
	ref

	Takeaway service used
	Yes
	22
	20
	0.82（0.41-1.64）

	
	No
	65
	72
	ref

	Handwashing before meals
	Always
	21
	14
	ref

	
	Often
	38
	10
	0.42（0.16-1.10）

	
	Sometimes
	23
	26
	1.86（0.76-4.51）

	
	Never
	5
	42
	12.60（4.00-39.70）


OR, odds ratio; CI, confidence interval.
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Supplementary Figure 1. Neighbor-joining phylogenetic tree of norovirus based on a 484-bp alignment of the ORF1–ORF2 junction region. The four outbreak sequences from this study were identical and are shown as a single representative tip; 14 GII reference strains and one GI.1 outgroup strain (AB081723) retrieved from GenBank were included. The tree is drawn to show topology only; branch lengths are not to scale. Bootstrap values (%) based on 1,000 replicates are shown at the nodes.
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LC936413 GII.17 P17 Japan/2025

PZ234825 GlI.17 P17 China-Shanghai/2024

JH24 (this study 4 identical sequences)

PV784344 GII.17 P17 Germany/2024

PZ264184 GI1.17 P17 China/2024

PZ264244 GI1.17 China/2023

LC433732 GlI.17 P17 Japan/2015

KP998539 GII.17 HongKong/2014

KX079488 GlI.21 Korea/2015

LC790062 GlI.2 P16 Japan/2023

PZ741900 GII.4 Sydney P31 USA/2019

U07611 GlI.1 Hawaii

LC790056 GII.6 P7 Japan/2022

LC877034 GII.7 P7 Japan/2025

GU594162 Gll.14 Japan/2008

AB081723 GI.1 WUGH1 Japan (outgroup)




