2,500 bp
1500 bp

100 bp

Figure 1. PCR product profiles of the 16S rDNA gene for C. jejuni isolates. Lane M: DNA marker (100 bp—2,500 kb); Lanes X1-X8: Positive C. jejuni isolates found
within a 1,500 bp band length
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ATCTGCTGGA
ACCCTGGTAG
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TTCGGAGCGT
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TCCACGCCCT
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Fig (14): The 16S rDNA gene sequence of isolate Campylobacter jejuni strain 5.

Table (1) BLAST result of 16S rDNA gene sequence of isolate Campylobacter jejuni strain 5.

Description Max | Total | Query | E Per. | Accession
Score | Score | Cover | value | Ident

Campylobacter jejuni subsp. doylei strain LMG 8843 1760 | 1760 | 100% | 0.0 | 99.79% | NR_043599.1
16S ribosomal RNA, partial sequence
Campylobacter jejuni subsp. jejuni ATCC 33560 16S 1749 | 1749 | 100% | 0.0 | 99.58%p | NR_118520.1
ribosomal RNA, partial sequence
Campylobacter jejuni strain NCTC 11351 16S 1749 | 1749 | 100% | 0.0 | 99.580 | NR_041834.1
ribosomal RNA, partial sequence
Campylobacter jejuni strain DSM 4688 168S ribosomal | 1749 | 1749 | 100% | 0.0 | 99.58% | NR_117760.1
RNA, partial sequence
Campylobacter insulaenigrae NCTC 12927 16S 1722 | 1722 | 100% | 0.0 | 99.06% | NR_043608.1
ribosomal RNA, partial sequence
Campylobacter insulaenigrae strain CCUG 48653 16S | 1722 | 1722 | 100% | 0.0 | 99.06% | NR_118519.1
ribosomal RNA, partial sequence
Campylobacter insulaenigrae NCTC 12927 16S 1718 | 1718 | 100% | 0.0 | 98.96% | NR_114914.1
ribosomal RNA, partial sequence
Campylobacter subantarcticus strain LMG 24377 16S 1716 | 1716 | 100% | 0.0 | 98.96% | NR_115081.1
ribosomal RNA, partial sequence
Campylobacter novaezeelandiae strain B423b 16S 1716 | 1716 | 100% | 0.0 | 98.96% | NR_180527.1
ribosomal RNA, partial sequence
Campylobacter ornithocola strain WBE38 16S 1711 | 1711 | 100% | 0.0 | 98.859% | NR_156985.1
ribosomal RNA, partial sequence
Campylobacter aviculae strain MIT17-670 16S 1711 | 1711 | 100% | 0.0 | 98.85% | NR_180417.1
ribosomal RNA, partial sequence
Campylobacter taeniopygiae strain MIT10-5678 16S 1711 | 1711 | 100% | 0.0 | 98.859% | NR_180416.1
ribosomal RNA, partial sequence
Campylobacter lari subsp. concheus strain CCUG 1705 | 1705 | 100% | 0.0 | 98.75% | NR_118522.1
55786 16S ribosomal RNA, partial sequence
Campylobacter bilis strain VicNov18 16S ribosomal 1700 | 1700 | 100% | 0.0 | 98.649 | NR_181124.1
RNA, partial sequence
Campylobacter lari subsp. concheus strain 2897R 16S 1698 | 1698 | 100% | 0.0 | 98.5494 | NR_042683.1
ribosomal RNA, partial sequence
Campylobacter peloridis strain 2314BVA 16S 1694 | 1694 | 100% | 0.0 | 98.549p | NR_042684.1
ribosomal RNA, partial sequence
Campylobacter hepaticus strain HV10 16S ribosomal 1694 | 1694 | 100% | 0.0 | 98.549¢ | NR_152703.1
RNA, partial sequence
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Fig (2): Phylogenetic tree based on partial 16S rDNA sequences, showing the relationship
between isolate Campylobacter jejuni strain 5 and other species belong to the genus
Campylobacter. The tree was constructed using the MEGA11 and neighbor-joining method
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Fig (16): The 16S rDNA gene sequence of isolate Campylobacter jejuni strain 6.

Table (2) BLAST result of 16S rDNA gene sequence of Campylobacter jejuni strain 6.

Description Max | Total | Query | E Per. | Accession
Score | Score | Cover | value | Ident

Campylobacter jejuni subsp. doylei strain LMG 2008 | 2008 | 100% | 0.0 | 99.649% | NR_043599.1
8843 16S ribosomal RNA, partial sequence
Campylobacter novaezeelandiae strain B423b 16S 1975 | 1975 | 100% | 0.0 | 99.09% | NR_180527.1
ribosomal RNA, partial sequence
Campylobacter subantarcticus strain LMG 24377 1969 | 1969 | 100% | 0.0 | 99.00% | NR_115081.1
16S ribosomal RNA, partial sequence
Campylobacter aviculae strain MIT17-670 16S 1969 | 1969 | 100% | 0.0 | 99.00% | NR_180417.1
ribosomal RNA, partial sequence
Campylobacter taeniopygiae strain MIT10-5678 16S | 1969 | 1969 | 100% | 0.0 | 99.00% | NR_180416.1
ribosomal RNA, partial sequence
Campylobacter insulaenigrae NCTC 12927 16S 1964 | 1964 | 100% | 0.0 | 98.919% | NR_043608.1
ribosomal RNA, partial sequence
Campylobacter ornithocola strain WBE38 16S 1964 | 1964 | 100% | 0.0 | 98.919% | NR_156985.1
ribosomal RNA, partial sequence
Campylobacter insulaenigrae strain CCUG 48653 1964 | 1964 | 100% | 0.0 | 98.919% | NR_118519.1
16S ribosomal RNA, partial sequence
Campylobacter insulaenigrae NCTC 12927 16S 1960 | 1960 | 100% | 0.0 | 98.82% | NR_114914.1
ribosomal RNA, partial sequence
Campylobacter lari subsp. concheus strain CCUG 1958 | 1958 | 100% | 0.0 | 98.829% | NR_118522.1
55786 16S ribosomal RNA, partial sequence
Campylobacter lari subsp. concheus strain 2897R 1951 | 1951 | 100% | 0.0 | 98.649% | NR_042683.1
16S ribosomal RNA, partial sequence
Campylobacter armoricus strain CA656 16S 1941 | 1941 | 100% | 0.0 | 98.549p | NR_180483.1
ribosomal RNA, partial sequence
Campylobacter peloridis strain 2314BVA 16S 1930 | 1930 | 100% | 0.0 | 98.36% | NR_042684.1
ribosomal RNA, partial sequence
Campylobacter volucris strain LMG 24380 16S 1930 | 1930 | 100% | 0.0 | 98.369% | NR_116923.1
ribosomal RNA, partial sequence
Campylobacter bilis strain VicNov18 16S ribosomal | 1930 | 1930 | 100% | 0.0 | 98.36% | NR_181124.1
RNA, partial sequence
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Fig (3): Phylogenetic tree based on partial 16S rDNA sequences, showing the relationship
between isolate Campylobacter jejuni strain 6 and other species belonging to the genus
Campylobacter. The tree was constructed using the MEGAL1 and neighbor-joining method



