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10 20 30 40 50 60 70 80 90 100 110 120
G OGA @G GCGEC G CTACMATGC AGTC GAACGGTAACAGG AAGCAGCTTGCTGCTTCGCTGACGAGTGGCGGACGGGTGAGTAAT GT CT GGG CTGCCTGATGGAGGGGGAT AACTACTG

OO /W\Z\ Ao\ e AN e AR AR A AN AW A AR

130 140 150 170 130 190 200 210 220 230 240
G CGGETGGCT AATACCGCATAACGT CGCAAG CC GAGGGGGACCTTCGGGCCTCTTGCCAT CAGATGTGCCCAGATGGGATTAGCTTGTTGGT GAGGT AACGGCTCACCAAGG CGACGATC

N A AN WA WA AN AP A A AR A WA M A g

250 260 270 280 290 300 310 320 330 340 350 360 370
CCTAGCTGGT CTGAGAGGAT GACCAGC CACACTGGAACTGAGACACGGT CCAGACTCCTACGGGAGGCAGCAGT GGGG AATATTGCACAAT GGGCGCAAGCCTGATGCAGCCATGCCGCGTGTAT

WA A AW A AP P AN A AP A AR AP A A WA A A AP AMAN

380 390 400 410 420 430 440 450
GAAGAAGGCCTTCGGGTTGT GTACTTTCAGCGGGGAGGAAGGTGTTGTGGTTAATAACCGCAGCAATT GACGTTACCCGCAGAAGAAGCACCGGCTAACT CCGTG CCAGCAGCCGCGGT AAT

A S I A /\M/U\/\ MMV AN ANV AN A

500 510 520 530 540 350 570 580 590 600 610 620
CGGAGGGTGC AAGCGTTAATCGGAATTACT GGGCGT GCGCACGC GGCGGTCTGTC GTCGG TGTG TCCCCGGGECTCAACCTGGGAACTGCATTCG CTGGCAGGCTTGAGTCT

A A A A AR A A AAARARARAN A A AR AAAAAAR A LAV AR A o A A
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630 640 650 660 670 680 690 700 710 720 730 740
TGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTG TGCGTAGAGAT CTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGAC GACTGACGCT CAGGTGCG GCGTGGGGAGC C

M&MWMAMNMMNM A WAy A AR ARAR e A e i /\/\&Q&W\M

750 760 770 790 g00 810 820 830 840 850 860
GGATTAGATACCCTGGT AGT CCACGCCGT CG TGTCTACTT GGAGGTIT GTGCCCTTGAGGC GIGGCTT CCGGAGC CGCGTITAGGC A GACCGCCTGGE A6 AGT ACGGCC GCGGGTT C

WA AWM AAMM\A\MN\/\MMNWMW@N Ll AN WA BMAABAAA

880 890 900 920 930 950 960 970 980 990
TC TGAATT GACGGGGECCCGCACAAGC GG GG C CGTGATCT ATT CT ATG CAACGC G C TACCTG TCTTGAC TCCACAGAACTTT CGGAGATG GTGTGCCTTCT CGAAC

W\MWWM@&MMJ\M

1000 103 1060 1070 1080 1050 1100 1110 1120
GAT C GTTGCTGCGTGGCTGTTTT CCCCTCC CCTTGTC CCC’GCTGG T GTCTT GCALACC CCCTTTTCCTTTGI TGCCGTT GGT T GT AGGGGA TTTCCAAGATATATTGGTATG

1130 1140 1150
GAATACCCCGGATCGCTC GGGGAAGAT GGT




