Supplementary Table 1. Population-weighted mortality rates and annual survival probabilities used in the projection model
	Model age group
	Constituent
5-year age groups
	Japanese population in 2024
	Mortality rate
per 100,000 population
	Population-weighted
mortality rate 
per 100,000
	Annual survival probability

	0–15 years*
	0–4 years
	3,841,340
	46.5
	19.6
	0.99980

	
	5–9 years
	4,619,717
	7.6
	
	

	
	10–14 years
	5,102,908
	10.1
	
	

	16–19 years*
	15–19 years
	5,325,159
	24.1
	24.1
	0.99976

	20–29 years
	20–24 years
	5,689,679
	38.1
	38.5
	0.99961

	
	25–29 years
	5,909,278
	38.9
	
	

	30–39 years
	30–34 years
	5,928,159
	46.6
	56.1
	0.99944

	
	35–39 years
	6,537,054
	64.7
	
	

	40–49 years
	40–44 years
	7,368,780
	92.7
	120.9
	0.99879

	
	45–49 years
	8,542,863
	145.2
	
	

	50–59 years
	50–54 years
	9,607,542
	230.2
	290.2
	0.99710

	
	55–59 years
	8,338,515
	359.3
	
	

	60–69 years
	60–64 years
	7,458,486
	561.3
	732.4
	0.99268

	
	65–69 years
	7,191,534
	909.9
	
	

	70–79 years
	70–74 years
	8,143,258
	1,542.9
	1,960.1
	0.98040

	
	75–79 years
	7,845,913
	2,393.2
	
	

	80–89 years
	80–84 years
	6,111,781
	4,317.6
	5,820.8
	0.94179

	
	85–89 years
	3,930,254
	8,158.3
	
	

	90–99 years
	90–94 years
	2,083,000
	14,712.0
	17,356.5
	0.82644

	
	95–99 years
	633,000
	26,058.6
	
	


The population-weighted mortality rate for each model age group was calculated as follows: Σ (population in each 5-year age group × corresponding mortality rate) / Σ population in the model age group. The annual survival probability was calculated as 1 − (population-weighted mortality rate/100,000). Mortality rates were obtained from the 2024 Vital Statistics published by the Ministry of Health, Labour and Welfare [31]. Population counts by age were obtained from the 2024 Population Estimates published by the Statistics Bureau of Japan [32].
* Because the source age categories did not exactly correspond to the two youngest model age groups, the mortality rates for individuals aged 0–14 and 15–19 years were used as approximations for the model age groups of 0–15 and 16–19 years, respectively.

Supplementary Table 2. GATHER Checklist
	Item
	GATHER recommendation
	Where reported / response

	Objectives and funding

	1
	Define the indicator(s), populations (including age, sex, and geographic entities), and time period(s) for which estimates were made.
	Abstract; Methods, Projection framework and Sections 2-1 to 2-2; Results, Sections 3-1 to 3-5

	2
	List the funding sources for the work.
	Declarations, Funding

	Data inputs

	3
	Describe how the data were identified and how the data were accessed.
	Methods, Section 2-3

	4
	Specify the inclusion and exclusion criteria. Identify all ad hoc exclusions.
	Methods, Projection framework and Sections 2-1 and 2-3. Individuals aged ≥100 years and the ‘Others’ infant-feeding category were excluded as described; no individual-level study population was newly selected.

	5
	Provide information on all included data sources and their main characteristics, as relevant.
	Methods, Sections 2-1 and 2-3; Supplementary Table 1

	6
	Identify and describe any categories of input data that have potentially important biases.
	Discussion, Limitations

	7
	Describe and give sources for any other data inputs.
	Methods, Sections 2-1 to 2-3; Supplementary Table 1; References

	8
	Provide all data inputs in an efficiently extractable file format, including relevant metadata; if data cannot be shared for ethical or legal reasons, identify the data holder.
	Methods, Section 2-3; Declarations, Availability of data and materials. The Excel-based projection model and derived aggregate data are available from the corresponding author upon reasonable request.

	Data analysis

	9
	Provide a conceptual overview of the data analysis method.
	Methods, Projection framework

	10
	Provide a detailed description of all steps of the analysis, including data processing, adjustments, and mathematical or statistical models.
	Methods, Projection framework and Sections 2-1 to 2-3; Supplementary Table 1

	11
	Describe how candidate models were evaluated and how the final model(s) were selected.
	Not applicable. The study used a prespecified deterministic projection framework; competing candidate statistical models were not fitted or selected.

	12
	Provide results of model performance evaluation, if done, and relevant sensitivity analyses.
	Methods, Section 2-3; Results, Section 3-5; Table 3; Supplementary Figure 4

	13
	Describe methods for calculating uncertainty and state which sources of uncertainty were and were not accounted for.
	Methods, Section 2-3; Discussion, Limitations

	14
	State how analytic or statistical source code used to generate estimates can be accessed.
	Methods, Section 2-3. The projection model was implemented using Microsoft Excel, and no custom analytical or statistical source code was used.

	Results and discussion

	15
	Provide published estimates in an efficiently extractable file format.
	Results, Sections 3-1 to 3-5; Tables 1-3; Supplementary Tables 1 and 3; Supplementary Figures 1-4. Numerical estimates underlying the principal projections are reported in the manuscript tables and supplementary materials.

	16
	Report a quantitative measure of uncertainty of the estimates.
	Methods, Section 2-3; Results, Section 3-5; Table 3; Supplementary Figure 4. Deterministic sensitivity ranges are reported; formal uncertainty intervals were not estimated because compatible measures of statistical uncertainty were unavailable for all input parameters.

	17
	Interpret results in light of existing evidence; if updating previous estimates, explain changes.
	Discussion

	18
	Discuss limitations of the estimates, including modelling assumptions and data limitations.
	Discussion, Limitations



Supplementary Table 3. Relative horizontal transmission index (RHT index)	
	Year
	Surviving horizontally infected carriers
	Surviving
MTCT-derived carriers
	Total carriers
	RHT index

	2030
	45,005
	1,036
	450,661
	0.000096

	2040
	66,703
	1,252
	387,079
	0.000138

	2050
	67,462
	1,438
	255,368
	0.000184

	2060
	51,910
	1,589
	143,546
	0.000228


The RHT index was calculated as: surviving horizontally infected carriers ÷ (surviving MTCT-derived carriers × total HTLV-1 carriers). Horizontally infected carriers included surviving carriers arising from both Group 1 and Group 2. Values used in the calculation were not rounded.
