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	Chr
	Position
	Ref_base
	Alt_base
	Hom/Het
	Region
	Gene
	Annotation

	Chr11
	31822311
	C
	T
	Het
	exonic
	PAX6
	NM_000280: c.G451A:p.G151R

	ChrX
	17739755
	T
	A
	Hom
	splice site
	NHS
	NM_198270: exon4: c.1045+2T>A




