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	Primer Sequence (5'-3')
	Annealing Temp(℃）

	
	Forward
	Reverse
	

	SLC12A3-1
	CGCAGCCTATAAAACCACCC
	GTTAGGTAGCTGGGTCGAGG
	60

	SLC12A3-2
	TTAAAAGCCCCTCAAGCAGC
	CCGGCAGGCTTTAATCTATTGT
	60

	SLC12A3-3
	ACCCTCTTGCCCCATAGAAC
	AGGGGCCTGAGACTGAACC
	57

	SLC12A3-4
	TCCCAAAGTGACAGAGACCC
	GGGCAGGAGATAGCTGAGG
	57

	SLC12A3-5
	GGCTGTCTACACCACGAGAT
	CAGTGATCAGGCTGTGGTTC
	60

	SLC12A3-6
	TTAGAGCCACACTGTCCAGG
	AGATGGTACCACTGCACTCC
	60

	SLC12A3-7
	TTTGGCGGTCTTGTTCACTG
	TGGAAAAGCAAGGCCTGATG
	57

	SLC12A3-8
	GGAATCTGGCCCATTGTGTG
	GAGCTGAGTTGGACTGGACT
	57

	SLC12A3-9
	CCTTCCTCTCTGTGCTGGAA
	TTCACATCCTAAGGTCGCCA
	60

	SLC12A3-10
	TAATGAAGGGACAGCTGCCC
	GAACCCCTCTCTCCTAAGCC
	57

	SLC12A3-11
	GGTGGACACTGGGATCTCC
	TGCAGGTGTTTGTCAAGTCG
	57

	SLC12A3-12
	TGTCTTTATGGTAGGGCGGG
	TCACCCCTCAAGACTTAGCC
	57

	SLC12A3-13
	GACACCATCCCTTTGAGCTTC
	TGCTAGGATTACAGGCATGAG
	57

	SLC12A3-14
	TCATGGCTGGTGGGTACAG
	GATAAAGGGGAGGGGCAGAG
	57

	SLC12A3-15
	AACTTTTCAACGTGCAGCCA
	TCCTCCATGTCTGTTCCCTC
	57

	SLC12A3-16
	CCAAAAGAGCAGGAAGAGCC
	CACTCTGTGGGTGGACATCA
	60

	SLC12A3-17
	TCTGGGCAAAAGAAAAGGGC
	GCTGACATCACACCATTGCA
	57

	SLC12A3-18
	TCAGAAAGTTGGGGCTCTGG
	GCCTCAGCGTGTTTCTTCTT
	60

	SLC12A3-19
	AGTCCTGGGGTACTCTCCAA
	TGGGAAAACTGATGGGCTCT
	57

	SLC12A3-20
	ACTGGAATGTGAGGAGCCG
	AATCTTTGACACGGCCAAGC
	57

	SLC12A3-21
	CCGGGAGAGAGAAGCTGAAA
	AACTAGAGGCCAGACAGAGG
	57

	SLC12A3-22
	TAAACCCTACCCCACAGAGC
	TGGAATGGAGAGAAACCTGCT
	57

	SLC12A3-23
	TGGCACACATCTGTAATCCCA
	AGAAGTTGTGCCCTCTGACA
	57

	SLC12A3-24
	TAAATGGCAGTGTCCGATGG
	CATCAGCCTGAACGACTGTG
	57

	SLC12A3-25
	TCTTGGAGGAGGTGAGCTTG
	CATGCTAAGAATCGCCAGGG
	57

	SLC12A3-26
	GCCCCGTGGTAATCTCTCTT
	GAGTTTTCCTTGCAGCTCCA
	57

	SLC12A3-27
	ATCTGGCTGGACTCCACTTC
	GAAATGCTTGAACCCGGGAG
	60

	SLC12A3-28
	CAGGCTAGGGTGTAATGGCA
	GCTGCAAGTCTCAGTGTGAA
	60

	SLC12A3-29
	TGGTTCTTTGGACGAGGGAC
	CCCTTGCCACTAGACTCCTT
	57

	SLC12A3-30
	ACACGTGAGGAGGGGTATTG
	ATTCGATGGCAGTGCTCTTG
	57

	SLC12A3-31
	CACGTTGAACATCCCCAGTG
	CAGACAGTGGGGCTTCAGAG
	60

	SLC12A3-32
	GTCATCCCACTGCAAAGCC
	CCGTTGACTGAATGACCACC
	57

	SLC12A3-33
	GCCTTTCTAGAGCCACGTAG
	AAATGGTTCCCCGTGAGTCT
	60



