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Table S1 Main information of tSNPs and their function prediction 

	Gene
	SNP
	Position
	Function
	Allele
	TFBS
	Splicing(ESE or ESS)
	miRNA(miRanda)
	miRNA(Sanger)
	nsSNP
	Polyphen
	RegPotential
	Conservation

	UCP2
	rs643064
	11:73973670
	downstream variant
	T/C
	--
	--
	--
	--
	--
	--
	0.051356
	0

	UCP2
	rs660339
	11:73978059
	Missense
	G/A
	--
	Y
	--
	--
	Y
	benign
	0.420954
	0

	UCP2
	rs45560234
	11:73982793
	utr variant 5 prime
	G/A
	Y
	--
	--
	--
	--
	--
	NA
	NA

	UCP3
	rs7930460
	11:73999841
	downstream variant 500B
	A/G
	Y
	--
	--
	--
	--
	--
	NA
	0

	UCP3
	rs15763
	11:74000432
	utr variant 3 prime
	G/A
	Y
	--
	Y
	--
	--
	--
	0.048432
	0

	UCP3
	rs647126
	11:74000975
	utr variant 3 prime
	A/G
	Y
	--
	Y
	Y
	--
	--
	0.232779
	0

	UCP3
	rs1685356
	11:74001814
	intron variant
	T/C
	--
	--
	--
	--
	--
	--
	0.11093
	0

	UCP3
	rs3781907
	11:74005424
	intron variant
	G/A
	--
	--
	--
	--
	--
	--
	0
	0.011

	UCP3
	rs1800849
	11:74009120
	utr variant 5 prime
	G/A
	Y
	--
	--
	--
	--
	--
	0.154132
	0.037



