Additional file 1: Table S1. Summary of targeted gene sequencing data in the proband.

	Raw reads
	81283

	Unique mapping reads ratio
	83.91%

	Mean read depth on target
	254.03

	Fraction of target covered with at least 1×
	100%

	Fraction of target covered with at least 20×
	100%

	Fraction of target covered with at least 50×
	99.06%

	Fraction of target covered with at least 100×
	93.4%


