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	Model
	rs2276109
genotypes
	Frequency (Number of positive)
	COPD vs. CTR

	
	
	COPD
N = 335
	CTR
N = 309
	

	
	
	
	
	P
	OR
	95%CI

	[bookmark: _Hlk528516191]Codominant
	AA
	75.5 (253)
	69.9 (216)
	0.01
	1.00
	-

	
	AG
	23.9 (80)
	26.2 (81)
	
	0.84
	0.59-1.21

	
	GG
	0.6 (2)
	3.9 (12)
	
	0.14
	0.03-0.64

	Dominant
	AA
	75.5 (253)
	69.9 (216)
	0.11
	1.00
	-

	
	AG+GG
	24.5 (82)
	30.1 (93)
	
	0.75
	0.53-1.07

	Recessive
	AA+AG
	99.4 (333)
	96.1 (297)
	0.003
	1.00
	-

	
	GG
	0.6 (2)
	3.9 (12)
	
	0.15
	0.03-0.67

	Over-dominant
	AA+GG
	76.1 (255)
	73.8 (228)
	0.49
	1.00
	-

	
	AG
	23.9 (80)
	26.2 (81)
	
	0.88
	0.62-1.26

	Log-additive
	
	
	
	0.02
	0.70
	0.51-0.96


N, number of individuals; COPD, chronic obstructive pulmonary disease groups; CTR, control group
