Supplementary Table 2. Candidate variants were verified in the family using Sanger sequencing
	Subject
	MYH14 c.5417C>A
	GJB2 c.109G>A

	Ⅰ-1
	-/-
	-/-

	Ⅰ-2
	M/-
	-/-

	Ⅱ-1
	M/-
	-/-

	Ⅱ-2
	-/-
	M/-

	Ⅱ-3
	-/-
	-/-

	Ⅱ-4
	-/-
	-/-

	Ⅱ-5
	-/-
	-/-

	Ⅱ-6
	-/-
	-/-

	Ⅲ-1
	M/-
	M/-

	Ⅲ-2
	-/-
	-/-

	Ⅲ-3
	-/-
	-/-

	Ⅲ-4
	-/-
	-/-

	Ⅲ-5
	-/-
	-/-

	Ⅳ-1
	M/-
	-/-

	Ⅳ-2
	-/-
	-/-


MYH14, myosin heavy chain 14; GJB2, gap junction protein beta 2; M, c.5417C>A; -, wild type.

