Table S1: Number of prioritized variants during the WES data filtering analysis
	Types of variants
	Number of variants

	Exonic or splice sites variants 
	11 258

	Rare variants (<1% in healthy population)
	1148

	Predicted deleterious variants (SIFT and PolyPhen)
	111

	Predicted deleterious de novo variants
	3

	Predicted deleterious compound heterozygous variants
	0
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