S1. Raw data
[bookmark: _GoBack]Densitometry analysis of Western blots (Figure 4A) showing total caspase-12, CHOP, GAPDH, GPR78, IREK, PERK, p-IREK, p-PERK expression in mouse glomerular endothelial cell lines. GAPDH was used as a loading control. All data determined in triplicate mean ± standard deviation. * p<0,05; **p<0.01 ; ***p<0.001 (Student’s t-test).
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