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	Gene Name
	Identifier
	Reference Allele (A1)
	Trait/Disease
	Method
	Reference
	 

	 
	ACE
	rs4343
	A
	AD
	Sequenom
	(Kehoe et al., 1999) [1]
	 

	 
	APOE
	rs429358/rs7412
	ε4
	AD
	Taqman Panel
	(Roses et al., 1996)  [2]
	 

	 
	ATP2C2
	rs8053211
	G
	ADHD
	Sequenom
	(Lesch et al., 2008) [3]
	 

	 
	ATP2C2
	rs11860694
	C
	ADHD
	Sequenom
	(Lesch et al., 2008) [3]
	 

	 
	BDNF
	rs6265
	A
	AD
	Sequenom
	(Huang et al., 2007) [4]
	 

	 
	C2ORF3
	rs917235
	G
	Dyslexia
	Sequenom
	(Scerri et al., 2012) [5]
	 

	 
	C9ORF72
	rs10757668
	T
	FTD-ALS
	Sequenom
	(De Jesus-Hernandez et al., 2011) [6]
	 

	 
	C9ORF72
	rs3849942
	T
	FTD-ALS
	Taqman Panel
	(Shatunov et al., 2010) [7]; (Dobson-Stone et al., 2012) [8]
	 

	 
	CD2AP
	rs9349407
	C
	AD
	Sequenom
	(Naj et al., 2011) [9]
	 

	 
	CDC42BPA
	rs1320490
	C
	Myotonic Dystrophy
	Sequenom
	(Leung et al., 1998) [10]
	 

	 
	CETP
	rs5882
	G
	Memory, Dementia
	Sequenom
	(Sanders et al., 2010 [11]); (Barzilai et al., 2006) [12]
	 

	 
	CLU
	rs11136000
	T
	AD
	Sequenom
	(Harold et al., 2009 [13]); (Lambert et al., 2009) [14]
	 

	 
	CMIP
	rs6564903
	T
	Dyslexia, SLI
	Sequenom
	(Scerri et al., 2011) [15]
	 

	 
	CMIP
	rs16955705
	C
	Dyslexia, SLI
	Sequenom
	(Scerri et al., 2011) [15]
	 

	 
	CNTNAP2
	rs4431523
	C
	Autism
	Sequenom
	(Arking et al., 2008) [16]
	 

	 
	COMT
	rs4680
	A
	Psychosis
	Sequenom
	(Sweet et al., 2005) [17]
	 

	 
	CR1
	rs6701713
	A
	AD
	Sequenom
	(Lambert et al., 2009) [14]
	 

	 
	CTNNA2
	rs1007371
	T
	Schizophrenia, Handedness
	Sequenom
	(Francks et al., 2007) [18]
	 

	 
	CTNNA2
	rs1446109
	G
	Schizophrenia, Handedness
	Sequenom
	(Francks et al., 2007) [18]
	 

	 
	CTNNA2
	rs723524
	T
	Schizophrenia, Handedness
	Sequenom
	(Francks et al., 2007) [18]
	 

	 
	CUGBP2
	rs201119
	C
	AD
	Sequenom
	(Wijsman et al., 2011) [19]
	 

	 
	CYP46A1
	rs754203
	C
	AD
	Sequenom
	(Kolsch et al., 2008) [20]
	 

	 
	DCDC2
	rs1091047
	C
	Dyslexia
	Sequenom
	(Scerri et al., 2011) [15]
	 

	 
	DCDC2
	rs793862
	A
	Dyslexia
	Sequenom
	(Scerri et al., 2011) [15]
	 

	 
	DCDC2
	rs1419228
	G
	Dyslexia
	Sequenom
	(Scerri et al., 2011) [15]
	 

	 
	DPF3
	rs2192595
	A
	Dyslexia
	Sequenom
	(Meaburn et al., 2008) [21]
	 

	 
	DRD2
	rs1800497
	T
	Creativity
	Taqman Panel
	(Reuter et al., 2006) [22]
	 

	 
	DYX1
	rs17819126
	T
	Dyslexia
	Sequenom
	(Nothen et al., 1999) [23]
	 

	 
	DYX1
	rs57809907
	A
	Dyslexia
	Sequenom
	(Nothen et al., 1999) [23]
	 

	 
	EIF2AK3
	rs7571971
	T
	PSP
	Sequenom
	(Hoglinger et al., 2011) [24]
	 

	 
	ERBB4
	rs839523
	A
	Schizophrenia, Connectivity
	Sequenom
	(Law et al., 2007) [25]; (Konrad et al., 2009) [26]
	 

	 
	EXT2
	chr11:44149719
	T
	Autism
	Sequenom
	(Li et al., 2002) [27]
	 

	 
	FAM47E
	rs6812193
	T
	PD
	Sequenom
	(Simon-Sanchez et al., 2009) [28]
	 

	 
	FOXP2
	rs17137124
	T
	Dyslexia
	Sequenom
	(Nudel & Newbury , 2013) [29]
	 

	 
	GRIN2A
	rs4998386
	T
	PD
	Sequenom
	(Hamza et al., 2011) [30]
	 

	 
	GRN
	chr17:39784064
	A
	FTD  
	Sequenom
	(Caso et al., 2014) [31]
	 

	 
	GRN
	rs5848
	A
	FTD  
	Sequenom
	(Caso et al., 2014) [31]
	 

	 
	GSK3B
	rs13312998
	A
	AD, FTD
	Sequenom
	(Schaffer et al., 2008) [32]
	 

	 
	HFE
	rs1799945
	G
	Dementia
	SNP Array
	(Percy et al., 2014) [33]
	 

	 
	Intergenic (Between QKI & LOC7283136)
	rs4145454
	T
	AD
	Sequenom
	(Wijsman et al., 2011) [19]
	 

	 
	KCNQ3
	rs2673604
	G
	AD
	Sequenom
	(Wijsman et al., 2011) [19]
	 

	 
	KIAA0319
	rs4504469
	T
	Dyslexia
	Sequenom
	(Velayos-Baeza et al., 2007) [34]
	 

	 
	KIAA0319L
	rs7523017
	A
	Dyslexia
	Sequenom
	(Couto et al., 2008) [35]
	 

	 
	KLOTHO
	rs9536314
	G
	Aging
	Sequenom
	(Arking et al., 2002) [36]
	 

	 
	KLOTHO
	rs9527025
	C
	Aging
	Sequenom
	(Arking et al., 2002) [36]
	 

	 
	KLOTHO
	rs7997728
	G
	Aging
	Sequenom
	(Arking et al., 2002) [36]
	 

	 
	KLOTHO
	rs9536312
	T
	Aging
	Sequenom
	(Arking et al., 2002) [36]
	 

	 
	MAP1B
	chr5:71529485
	C
	Adult ADHD
	Sequenom
	(Lesch et al., 2008) [3]
	 

	 
	MAPT
	rs1560310
	H2
	FTD, AD
	Taqman Panel
	(Coppola et al., 2012) [37]
	 

	 
	MCCC1
	rs10513789
	G
	PD
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	MOBP
	rs1768208
	T
	PSP
	Sequenom
	(Hoglinger et al., 2011) [24]
	 

	 
	NRG
	rs35753505
	C
	Psychosis, Memory
	Sequenom
	(Krug et al., 2008) [39]
	 

	 
	OXTR
	rs53576
	A
	Social behavior, Empathy
	Sequenom
	(Bakermans-Kranenburg and van Ijzendoorn, 2008) [40]; (Rodrigues et al., 2009) [41]
	 

	 
	PARK7
	chr1:7953581
	A
	PD
	Sequenom
	(Le & Appel, 2003) [42]
	 

	 
	PCDH11X
	rs5984894
	A
	AD
	Sequenom
	(Carrasquillo et al., 2009) [43]
	 

	 
	PICALM
	rs3851179
	A
	AD
	Sequenom
	(Harold et al., 2009) [13]
	 

	 
	PSEN2
	chr1:225138072
	A
	AD
	Sequenom
	(Cruchaga et al., 2012) [44]
	 

	 
	RAI1
	rs11649804
	A
	PD
	Sequenom
	(Do et al., 2011) [15]
	 

	 
	RIT2
	rs4130047
	C
	PD
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	SLC41A1
	rs823156
	G
	PD,
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	SLC6A4
	rs2020942
	A
	Depression, Psychosis 
	Sequenom
	(Fan and Sklar, 2005) [45]; (Wray et al., 2009) [46]
	 

	 
	SNAP25
	rs1051312
	C
	Memory, ADHD
	Sequenom
	(Forero et al., 2009) [47]
	 

	 
	SNCA
	rs356220
	T
	PD
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	SNCAIP
	chr5:121814858
	A
	PD
	Sequenom
	(Chung et al., 2001) [48]
	 

	 
	SORL1
	rs2070045
	G
	AD
	Sequenom
	(Rogaeva et al., 2007) [49]
	 

	 
	SORL1
	rs12285364
	T
	AD
	Sequenom
	(Rogaeva et al., 2007) [49]
	 

	 
	SORL1
	rs3824968
	A
	AD
	Sequenom
	(Rogaeva et al., 2007) [49]
	 

	 
	SORL1
	rs661057
	C
	AD
	Sequenom
	(Rogaeva et al., 2007) [49]
	 

	 
	SREBP1
	rs11868035
	A
	PD
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	STX6
	rs1411478
	A
	PSP
	Sequenom
	(Hoglinger et al., 2011) [24]
	 

	 
	TDP52
	rs7814569
	G
	AD
	Sequenom
	(Wijsman et al., 2011) [19]
	 

	 
	TMEM106B
	rs1990622
	C
	FTD
	Sequenom
	(Van Deerlin et al., 2010) [37]
	 

	 
	TMEM175
	rs6599389
	A
	PD
	Sequenom
	(Do et al., 2011) [38]
	 

	 
	TPH1
	rs1799913
	A
	Creativity
	Taqman Panel
	(Reuter et al., 2006) [22]
	 

	 
	TTRAP
	rs2143340
	C
	Dyslexia
	Sequenom
	(Francks et al., 2004) [50]
	 

	 
	 
	 
	 
	 
	 
	 
	 


Additional File 1 Table Legend: Gene name, variant identifier (provided as an rs number except for those variants not in dbSNP, in which case chromosome and base position based on hg19 is given), reference allele for genotyping, associated disease or trait, genotyping method, and citation of association are provided for each marker assessed for association with Alzheimer’s disease risk. AD – Alzheimer’s disease; ADHD – Attention Deficit Hyperactivity Disorder; FTD-ALS – Frontotemporal dementia and amyotrophic lateral sclerosis; SLI – Specific language impairment; PSP – Progressive supranuclear palsy; FTD – Frontotemporal dementia; PD – Parkinson’s disease; BPD – Bipolar Disorder.
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