Supplemental Table S4. Testing for differences in the principal component analysis of differences in two timepoints and projected onto the differences for the other two timepoints (see Methods). 
	
	PC1*
	PC2
	PC3
	PC4

	
	Paired T-test P-value†
	Proportion of Variance Explained
	Paired T-test P-value
	Proportion of Variance Explained
	Paired T-test P-value
	Proportion of Variance Explained
	Paired T-test P-value
	Proportion of Variance Explained

	Difference between 72 hours and baseline (projected onto difference between 7 days and baseline)

	Neurexins and neuroligins
	0.1898
	0.72
	0.3156
	0.09
	0.2595
	0.08
	0.1479
	0.04

	Protein Kinase A Signaling
	0.5721
	0.35
	0.0142
	0.18
	0.8465
	0.14
	0.0437
	0.07

	Synaptogenesis Signaling Pathway
	0.2384
	0.52
	0.2918
	0.17
	0.1844
	0.07
	0.4637
	0.06

	Difference between 7 days and baseline (projected onto difference between 72 hours and baseline)

	Neutrophil degranulation
	0.0235
	0.33
	0.1316
	0.27
	0.9197
	0.11
	0.5479
	0.06

	Major pathway of rRNA processing in the nucleolus and cytosol
	0.3506
	0.55
	0.8421
	0.11
	0.7185
	0.09
	0.7163
	0.06

	PI3K/AKT Signaling
	0.2677
	0.31
	0.4566
	0.24
	0.2673
	0.12
	0.6676
	0.06


* PC1 is the a priori focus and represents the first principal component that captures the dominant proportion of variation explained in the differences between the two timepoints. 
† The paired t-test tests whether the principal component derived from the difference in the gene expression of the listed two timepoints differs from the projection of that principal component onto the second timepoint differences.

