	Analyte (pg/mL)
	Control (N = 7)
	PE (N = 7)
	Quantitative
p-value
	Quantitative
q-value
	Detectability Fisher 
 p-value
	Detectability 
q-value

	APRIL
	5669 (259–11553)
	463 (0–8019)
	0.3153b
	0.5929
	-
	-

	CXCL13
	2813 (2212–4685)
	2711 (2198–4130)
	0.5197a
	0.7022
	-
	-

	CD30
	462 (354–729)
	263 (76–510)
	0.0771a
	0.3682
	-
	-

	ENA78
	300 (281–1025)
	225 (117–403)
	0.2593b
	0.5445
	-
	-

	Eotaxin
	86.2 (70.6–96.9)
	50.9 (33.0–55.2)
	0.0067a
	0.1407
	-
	-

	Eotaxin-2
	596 (453–805)
	407 (225–670)
	0.1649b
	0.4379
	-
	-

	Galectin-3
	23888 (17267–24225)
	18316 (9041–20562)
	0.0639a
	0.3682
	-
	-

	CXCL6
	163 (152–197)
	159 (79–247)
	0.9202a
	0.9426
	-
	-

	Granzyme A
	9.07 (7.59–10.55)
	5.47 (1.92–7.07)
	0.0147a
	0.1544
	-
	-

	CXCL1
	6.88 (5.93–16.76)
	8.85 (4.13–10.61)
	0.4100a
	0.6156
	-
	-

	HGF
	275 (217–450)
	245 (136–258)
	0.1408a
	0.4379
	-
	-

	CCL1
	1.71 (0.00–2.36)
	0.84 (0.31–2.66)
	0.7812a
	0.8413
	-
	-

	CXCL11
	172 (13–229)
	20 (0–54)
	[bookmark: OLE_LINK14]0.1218b
	0.4379
	-
	-

	IL-15
	6.41 (0.00–9.38)
	1.69 (1.03–4.62)
	0.2019a
	0.4711
	-
	-

	IL-2R
	1810 (282–2319)
	1436 (365–2557)
	0.6311a
	0.7796
	-
	-

	IL-16
	158 (118–184)
	114 (111–222)
	0.7104b
	0.8064
	-
	-

	CCL2
	55.2 (13.5–164.0)
	27.9 (0.0–64.0)
	0.3013b
	0.5929
	-
	-

	CCL8
	16.9 (14.5–20.4)
	17.2 (10.4–26.8)
	0.8586a
	0.9015
	-
	-

	CCL7
	5.87 (2.09–9.58)
	1.79 (0.00–3.40)
	0.0776a
	0.3682
	-
	-

	CCL13
	73.8 (39.6–107.1)
	62.9 (34.3–114.4)
	0.9704a
	0.9704
	-
	-

	MDC
	58 (45–147)
	124 (16–191)
	0.3705a
	0.6129
	-
	-

	MIF
	89 (72–133)
	108 (90–186)
	0.4104a
	0.6156
	-
	-

	CCL3
	14.7 (8.4–24.8)
	9.5 (1.9–10.8)
	0.0659a
	0.3682
	-
	-

	CCL4
	151 (100–172)
	103 (79–177)
	0.3247a
	0.5929
	-
	-

	CXCL2
	9.9 (7.0–18.3)
	15.1 (8.5–19.5)
	0.5350b
	0.7022
	-
	-

	CCL19
	2357 (1642–3020)
	1668 (526–1968)
	0.6532a
	0.7838
	-
	-

	MMP-1
	546 (225–811)
	555 (160–748)
	0.5036a
	0.7022
	-
	-

	CCL23
	1021 (588–1204)
	679 (401–745)
	0.0789a
	0.3682
	-
	-

	PTX3
	1935 (1628–2496)
	1095 (659–3303)
	0.5886a
	0.7491
	-
	-

	SCF
	7.69 (2.32–15.33)
	2.35 (0.00–14.55)
	0.3794b
	0.6129
	-
	-

	CCL17
	35.8 (21.6–37.1)
	44.5 (13.2–60.9)
	0.5350b
	0.7022
	-
	-

	CCL25
	288 (219–1933)
	95 (63–134)
	0.0047b
	0.1407
	-
	-

	TNF-RII
	234 (191–300)
	187 (134–252)
	0.1668a
	0.4379
	-
	-

	TSLP
	15.9 (9.4–26.5)
	9.8 (8.0–14.3)
	0.1570a
	0.4379
	-
	-

	TWEAK
	5175 (4591–12257)
	1769 (1422–2906)
	0.0111b
	0.1544
	-
	-

	IL-17A
	6.93 (6.36–26.96)
	5.36 (1.95–14.03)
	0.2593b
	0.5445
	-
	-

	IL-34
	10.8 (5.5–29.9)
	4.3 (2.2–10.8)
	0.0917a
	0.3851
	-
	-

	LIF
	3.07 (2.63–3.13)
	2.45 (2.11–3.77)
	0.7360a
	0.8135
	-
	-

	VEGF-A
	110 (21–255)
	13 (0–50)
	0.1626b
	0.4379
	-
	-

	IL-4
	6.97 (0.09–14.32)
	4.58 (0.06–7.95)
	0.3602a
	0.6129
	-
	-

	IL-7
	5.31 (2.97–9.66)
	3.07 (2.80–6.40)
	0.1952a
	0.4711
	-
	-

	IP-10
	38.5 (32.7–42.8)
	41.0 (14.3–60.9)
	0.7014a
	0.8064
	-
	-

	BAFF
	1.76 (0.00–3.52)
	5.87 (2.34–6.96)
	-
	-
	0.1923
	0.5484

	CD40L
	92.8 (81.7–607.7)
	0.0 (0.0–20.4)
	-
	-
	0.0699
	0.4720

	Fractalkine
	27.1 (0.0–50.5)
	0.0 (0.0–3.8)
	-
	-
	0.2861
	0.5484

	G-CSF
	25.1 (0.0–41.6)
	0.0 (0.0–3.2)
	-
	-
	0.5921
	0.9079

	IFN-γ
	2.09 (0.96–8.74)
	0.00 (0.00–0.86)
	-
	-
	0.2657
	0.5484

	IL-1α
	15.7 (0.0–45.1)
	0.0 (0.0–0.0)
	-
	-
	0.1026
	0.4720

	IL-18
	28.5 (1.1–51.1)
	0.8 (0.0–27.3)
	-
	-
	0.5594
	0.9079

	IL-20
	14.1 (0.0–80.0)
	0.0 (0.0–0.0)
	-
	-
	0.0210
	0.4720

	IL-21
	146 (0–467)
	0 (0–0)
	-
	-
	0.1026
	0.4720

	IL-22
	141 (0–304)
	0 (0–0)
	-
	-
	0.1026
	0.4720

	MIG
	319 (14–934)
	0 (0–102)
	-
	-
	0.2657
	0.5484

	TRAIL
	196 (0–413)
	0 (0–0)
	-
	-
	0.2657
	0.5484

	IL-3
	10.1 (0.0–438.0)
	0.0 (0.0–0.0)
	-
	-
	0.2657
	0.5484

	IL-8
	0.11 (0.00–1.06)
	0.07 (0.00–0.97)
	-
	-
	>0.9999
	>0.9999

	Eotaxin-3
	0.00 (0.00–0.32)
	0.00 (0.00–0.00)
	-
	-
	0.1923
	0.5484

	Granzyme B
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	IL-12 p70
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	IL-37
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	CCL20
	0.00 (0.00–6.66)
	0.00 (0.00–2.49)
	-
	-
	>0.9999
	>0.9999

	TNF-α
	0.00 (0.00–1.20)
	0.00 (0.00–0.00)
	-
	-
	0.4615
	0.8165

	TREM-1
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	IL-31
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	IL-5
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	>0.9999
	>0.9999

	CCL21
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	FGF-2
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	GM-CSF
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IFN-α
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-1β
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-10
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-13
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-2
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-23
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-27
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-6
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	IL-9
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	M-CSF
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	NGF-β
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-

	TNF-β
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	-
	-
	-
	-



Supplementary Table S2.  Immune mediators in first-trimester maternal serum. Analytes are listed in three groups: quantitatively eligible analytes (n = 42), analytes evaluated for detectability (n = 23) and analytes not detected in any sample (n = 15). Data are presented as median and interquartile range (25th–75th percentiles). Quantitative between-group comparisons were restricted to analytes with non-zero concentration values in at least 5 of 7 samples (≥71.4%) in both study groups. Application of this criterion retained 42 of the 80 analytes for quantitative analysis. Comparisons were performed using Welch’s t-test (a) or Mann–Whitney U test (b), as appropriate. Quantitative p-values were adjusted for multiple comparisons across the 42 quantitatively eligible analytes using the Benjamini–Hochberg false discovery rate (FDR) procedure, with a prespecified threshold of Q = 0.10. For analytes not meeting the quantitative measurability criterion, differences in detectability between groups were assessed as a binary outcome (detected [>0] vs non-detected [0.00]) using two-sided Fisher’s exact tests when detectable values were present in at least one study group. Twenty-three analytes were evaluable for the detectability analysis. Fisher’s exact p-values were adjusted separately across these 23 analytes using the Benjamini–Hochberg FDR procedure. Analytes that were non-detected in all samples of both groups were not subjected to inferential detectability testing. Corresponding quantitative and detectability q-values are reported separately; q < 0.10 was considered statistically significant.

