	Supplementary Table 1. Primers for Sanger sequencing.

	Gene exon-orientation
	Sequence (5’-> 3’)

	MAX 1-F
	GTTGTTGTCGGTGACTTCCC

	MAX 1-R
	CCCAACCTCCAGTCCCAG

	MAX 2-F
	ACCCTCCGCTTCCTCTGC

	MAX 2-R
	TCCACTTACATAGTGGCATCTGG

	MAX 3-F
	CTCGAGAAATCCTTCCCAGTC

	MAX 3-R
	TCCCAATAGGTGAGTGCTCTG

	MAX 4-F
	CCCACCTTACCCTCTCGTTTC

	MAX 4-R
	CCATGACTGGCTCTGACTCTG

	MAX 5-F
	AGAACAGGCTGGACCCTGAG

	MAX 5-R
	GTTCTGAGGGCTCTACCAACG

	NF1 44-F
	TTCTGTGGATCTTTTAATTGCAG

	NF1 44-R
	TGAGAACCATAAATATTTGGGAGA

	RTN4 6-F
	TTCTTAAGCCTTTAGCTTGACACA

	RTN4 6-R
	TTCTCACAATCCAGCACACC

	CCDC66 13-F
	CAAATGGAATATAATGCATCTAACA

	CCDC66 13-R
	AAACCAAACCACAATTTCCA

	MVD 2-F
	GGTGAGAGACGGGACTGAGG

	MVD 2-R
	GGAGACCACAGTGAACCATGA

	MAFA 1-F
	CAGCTGGTGTCCATGTCG

	MAFA 1-R
	TTGTACAGGTCCCGCTCTTT

	RNF123 31-F
	TGGAGGGTAAGCCTGACTCG

	RNF123 31-R
	GTCCCAGACTCCCTACGTGTC

	SPIN4 1-F
	AAGCCCTCTTAATCCCTGAGC

	SPIN4 1-R
	CCAAGGATGAATGGAAGGGTA

	SELP 12-F
	CAGGAGCCTCCCTTGTTATG

	SELP 12-R
	CCATTGTGCCTGTATGTTGAA


