Additional file 12 Table S2A: Statistical analysis for cellular viability: p-values for cellular viability across all cell lines compared against siNeg normalized to test value=1.
siRNA #1:
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Additional file 12 Table S2B: Statistical analysis for cellular viability: p-values for cellular viability in each cell line and siRNA with a combined mean from #1 and #2 compared against siNeg normalized to test value=1.  
	
	Ovcar3
	Ovcar8
	Igrov1
	Ovcar5
	Skov3
	A2780

	siEPBH1
	.435
	.246
	.044
	.344
	.100
	.164

	siERBB2
	.083
	.126
	.063
	.295
	.274
	.033

	siFER
	.016
	.159
	.019
	.136
	.368
	.136

	siMAP3K7
	.042
	.228
	.056
	.111
	.312
	.037

	siPLK1
	.039
	.011
	.025
	.000
	.045
	.022

	siWEE1
	.025
	.032
	.010
	.131
	.356
	.152
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One-Sample Test

Testvalu:

95% Canfidence Interval of the

Mean Difference
t o | Sig.(2tailed) | Difference Lower Upper

EFHBI | 2045 5 032 | -115000000 | -21638443 | -01481887
FER 3022 5 029 -1900000 -351627 -028373
w37 | 3277 5 22 | -20866667 -3887923 -0445410
WEE1 -3.087 5 028 | -.43500000 -8007550 -0692450
ERBB2 | 4710 5 005 | -27000000 4173701 -1226299
PLKI 8558 5 000 | -6s666667 - 8539880 - 4593853
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One-Sample Test

Testvalu:

95% Canfidence Interval of the

Mean Difference
t o | Sig.(2tailed) | Difference Lower Upper

EFHBI | 2414 5 061 | -231666667 | 47835474 01502141
FER 4182 5 008 -2350000 -379484 -090538
MAP3KT | 3850 5 012 | 27168667 - 4529995 -0903338
WEE1 4113 5 009 | -52000000 -8450202 - 1949798
ERBB2 | -3.440 5 ot | -18166667 3174324 -0459009
PLKI 8635 5 000 | -60833333 - 7894231 -4272438





