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[bookmark: _GoBack]Table S2 Genes related to chemoresistance. A panel of 34 genes related to chemoresistant phenotype were derived from the literature (1-6). Ten (*) of these genes were among the 6964 significant genes differentially expressed between OVA-BS4 spheroids and parent cell line. 
	Molecular Function
	HUGO gene symbol

	ATP-binding cassette transporters
	ABCC1, ABCC2, ABCB1*, ABCG2

	ATP-ase copper transporters
	ATP7A*, ATP7B*, CTR1

	Ribosomal proteins
	RPL4, RPL10*, RPL10A, RPL15, RPL18, RPL28*, RPL29, RPS5, RPS19, RPS2, FAU, RPLP1

	Transcription factors
	TFAP4, FOXM1

	Transcription regulators
	MACC1*

	Protein Kinase
	EIF2AK2, CDK2*

	Chromatine remodeling
	RBBP4*

	ER  membrane receptors
	SSR2

	Embryonic development
	AES

	Mitochondrial proteins
	TUFM

	Stress Resistance proteins
	HSPB1*

	Translation elongation factors
	EEF1A1, EEF1G, EEF2

	Chemokine receptors
	CXCR4*

	Extracellular binding proteins
	CYR61
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