Additional file 1

Gene Expression data PCA plot

A. Before Batch effect removal
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A) PCA plot showing clustering of GC B cells and eBL tumor cells before batch effect removal.
B) PCA plot showing clustering of GC B cells and eBL tumor cells after batch effect/noise removal
using svaseq. We now observe better clustering of GC B cells based on cell type and not clustering
based the previous studies we obtained the data from.
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