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A

Fitting of complete-case saturated model for Disease Free Survival

Variable N | Hazard ratio p
Ago2 Strong 26 [] Reference
Moderate 33| —— 0.84 (0.34,2.06) 0.70
Weak R = = 0.72 (0.30, 1.74)  0.47
Negative 56 | —lk— 0.69 (0.29, 1.67)  0.41
Subtype Luminal A 101 [ ] Reference
LuminalB 24 | —M— 0.88 (0.37,2.09) 0.76
Her 2 15 o 1.24 (0.54,2.86) 0.61
Basal 37 il 2.33(1.11,4.88) 0.02
NPI Index 1 10 [ ] Reference
Index 2 23| ————|3.04(0.36,25.36) 0.30
Index 3 85 |——— | 1.80(0.21,15.78) 0.60
Index 4 59 | —1— | 2.27 (0.23,22.72) 0.49
Tumour.Size 177 ] 0.99 (0.98,1.01) 0.54
Stage I 44 [ ] Reference
Il 85 —— 1.55 (0.64,3.77) 0.33
1} 48 —l— | 4.23(1.28, 14.03) 0.02
Age 177 ] 1.00 (0.96, 1.03) 0.84
Menopause Pre,Peri 58 [ | Reference
B Post 119 —— 1.28 (0.53,3.06) 0.58

051 2 51020

Fitting of imputed-dataset saturated model for Disease-Free Survival

Variable N | Hazard ratio p
Ago2 Strong 39 [] Reference

Moderate 67 —— 1.23 (0.67, 2.26) 0.50

Weak 98 —:.—' 1.35 (0.73, 2.48) 0.34

Negative 104 —il— 1.33 (0.74, 2.38) 0.35
Subtype Luminal A 166 [ ] Reference

Luminal B 36 —— 1.06 (0.56, 1.99) 0.86

Her 2 2 —-—' 121066, 2.22) 0.54

Basal 84 - | 3.95(252,6.20) <0.001
NPI Index 1 13 [] Reference

Index 2 48 ——— | 1.95(0.45, 8.58) 0.37

Index 3 151 + 1.29 (0.28, 5.91) 0.74

Index 4 96 | —l—— | 1.57 (0.31,7.97) 0.59
Tumour.Size 308 ] 1.00 (0.99, 1.01) 0.66
Stage I 74 [ ] Reference

1l 156 = 1.48 (0.81, 2.68) 0.20

] 78 —l— | 3.05(1.29, 7.21) 0.01
Age 308 ] 1.02 (1.00, 1.04) 0.05
Menopause Pre,Peri 93 [ | Reference

Post 215| - [1.23(0.70,2.14)  0.48
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B AGO2
UniProt: AGO2_HUMAN

Transcript: ENST00000220592
Somatic Mutation Frequency: 0.3% ©

E @) VMissense @) Truncating
b 111 ! 1 1 © Inframe ) Other
pos] ez = T—
3 20 00 e astaa View 3D Structure

11 Mutations (page 1 of 1) Nikod o= a
Study Sample ID Cancer Type Protein Change ~ Annotation ¥ Mutation Type Copy # COSMIC Allele  # Mutin
Freq(T)  Sample
BreastInvasive .. TCGA-EW-A3EB-01  Breast Invasive Lobular Carcin... ~ R647H Missense Oviod 67
BreastInvasive ... TCGA-A2-AOCV-01  Breast Invasive Ductal Carcinoma  R460C Missense Gain 19
BreastInvasive ... TCGA-A2-AOCW-01  Breast Invasive Ductal Carcinoma  T368S Missense Amp 50
Breast Invasive .. TCGA-A2-AOSY-01  Breast Invasive Lobular Carcin, S205F Missense Opid )
BreastInvasive .. TCGA-AQ-A4H-01  Breast Invasive Ductal Carcinoma  C717S Missense Gain 51
BreastInvasive .. TCGA-E2-A15M-01  Breast Invasive Lobular Carcin...  E722V Missense Gain 49
BreastInvasive .. TCGA-A2-A0T5-01  Breast Invasive Ductal Carcinoma V539G Missense Gain 1094
BreastInvasive .. TCGA-DB-AIXK-01  Breast Invasive Ductal Carcinoma ~ Y311H. Missense Gain 721
Breast Invasive .. PD4203a Invasive Breast Carcinoma L853v Missense 466
Mutational profi...  MBGC_48 Invasive Breast Carcinoma vs01mM Missense Opiod 0.50 83
Mutational profi... ~ MBC_188 Invasive Breast Carcinoma Mm166/ Missense L 031 248

Showing 1-11 of 11 Mutations
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