Table S7. The top 8 genes that stood out in the Burden test. 
	Gene
	[bookmark: _GoBack]no. affected individual in early AAO cohort
	no. affected individual in control cohort
	Total no. Early AAO
	Total no. Control
	p value
	q value
	Potential effect

	MRE11
	7
	0
	73
	60
	0.0093
	0.9
	Risk

	PTCH1
	1
	8
	73
	60
	0.0129
	0.9
	Protective

	MYBBP1A
	13
	3
	73
	60
	0.0169
	0.9
	Risk

	WRN
	7
	1
	73
	60
	0.0342
	0.9
	Risk

	TDG
	5
	0
	73
	60
	0.0409
	0.9
	Risk

	TP53BP1
	10
	3
	73
	60
	0.0415
	0.9
	Risk

	REV1
	8
	2
	73
	60
	0.0488
	0.9
	Risk


q value after FDR correction

