[bookmark: _GoBack]Additional file Table S3. KM plotter probe ID and P values for the study genes. Twenty-six of the 29 study genes could be evaluated using KM plotter. The FRMPD2, SLC9A4 and TRIM71 genes could not be assessed since they are not included on the GeneChip™ Human Genome U133A 2.0 Array. Twenty-one genes showed significant Kaplan-Meier plots for at least one Affymetrix ID probe (marked in bold). 
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ARHGAP21 224764_at 4.80E-03241701_at 0.077

ARMC3 240275_at 1.80E-04

C7 202992_at 0.08204533_at 1.90E-03

CDH18 206280_at 0.24

CES3 220335_x_at 2.40E-05234008_s_at 0.13

COL11A1 204320_at 4.00E-07229271_x_at 5.80E-0637892_at 7.10E-07

COL3A1 201852_x_at 2.10E-05211161_s_at 7.7E-09215076_s_at 3.80E-06

EHD3 218935_at 0.029

GABRP 205044_at 5.30E-03

GID4 228452_at 0.029

GPR158 232195_at 0.014

GRM5 1565389_s_at 0.14207235_s_at 0.031214217_at 0.054

IGHG1 211430_s_at 0.063211632_at 0.018211633_x_at 0.2211635_x_at 2.90E-03211636_at 0.043211637_x_at 0.014211638_at 0.084211639_x_at 0.1211640_x_at 0.077211641_x_at 0.078

JCHAIN 212592_at 0.27

KIF26B 1555164_at 0.078220002_at 2.10E-03

MAP7D2 228262_at 1.40E-03241677_x_at 0.41

MTRNR2L1 217755_at 0.068

MTUS1 212093_s_at 0.09212095_s_at 0.042212096_s_at 0.31

MUC15 227238_at 0.17227241_at 0.16

PITHD1 223123_s_at 0.043223124_s_at 7.90E-06

PTEN 204053_x_at 0.026204054_at 0.16211711_s_at 0.027217492_s_at 0.052222176_at 0.093225363_at 0.054

RTKN2 230469_at 2.50E-04242047_at 0.012

SMYD2 212921_at 2.20E-04212922_s_at 0.17

TRIO 208178_x_at 0.3209010_s_at 0.045209011_at 0.28209012_at 0.3209013_x_at 0.09216697_at 9.80E-03216700_at 0.2

TTK 204822_at 0.054

VNN1 1558549_at 1.90E-03205844_at 0.045


