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Gene Ontology analysis of alternatively spliced exons
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m GTPase Activity

m Protein Transport

m Cell-Cell Adhesion

m Cell Cycle

m Small GTPase Signal Transduction

= mRNA Processing

m RNA splicing

m Extracellular Matrix Organization

= Vesicle-Mediated Transport

m ER to Golgi Vesicle-Mediated Transport

m Cytoskeleton Organization
Autophagy
Epidermis Development
Phosphorylation

Alternatively spliced exons related to different diseases

m Tobacco Use Disorder

m Immunodeficiency Syndrome
m Ovarian Cancer

m Head and Neck Neoplasms

m Cognitive Trait

m Aging

m Abortion, Spontaneous

m Kidney Neoplasms
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