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	Forward Primer (5’-3’)
	           Reverse Primer (5’-3’)

	RhoA
	GGATCTTCGGAATGATGAGCA
	TGTTTGCCATATCTCTGCCTTCT

	ROCK1
	TATGAAGTAGTAAAGGTAATCGGCAGAG
	CTGGTGGATTTATGCCTTACCAA

	ROCK2
	AATCAAATCAGCATCCTTCTTTAAGAAT
	CTGGAGCTGCCGTCTCTCTTAT


All the sequences were based on the published data on the National Center for Biotechnology Information followed by the accession number.
