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Additional file 5: Figure S2. The distribution of the methylation values of the sixteen risk markers in CRC and healthy normal subjects in the training (a) and testing (b) dataset.
[bookmark: _GoBack]
image1.tiff
Methylation values

05
04
03
02

e

08
04
02

Sample_Group

B3 o

Methylation val

e P N e R e
08
e T B
B oy B
AR Ep s I o
& %
= 03 = 02
e | e e
P e R e R e
= 07
0 o ﬁ - 1!
%
e e
- :
02
02 BT
G g g g
e e
0 o
os] TR |07 o
B | ol EEE o) G
02
02
g e 2 .

e i g s
©g06825163 911885357 908829299 cg07044115
0
o 0
o8

o5 . oo g
025 i 04
02 L]
e e e L

Group

05
04
03
02

86

alue:
28

06
04
02

©g06551493 cg01419670 £g16530981 cg18022036
0
o0 oely | o] SRR oo
R b I B
R L, o
o o
. 03 . 02
i e e
o] [amerse]  [avtoroms]  [rrzsoo
o
0s o ﬁ s 1!
o
0 0
= :
02
02 b R
G ke et g
921585512 ©g24702253 cg17187762 |cg05983326
» 0
o] ol [0 o
B | o0 ’ o Bl
02 0.25- 02
e, .
e i s
cg06825163 cg11885357 cg08829299. 907044115
0
ors 0
0
o . ” ,
0.25- 0.2 04
02 L]
G e e ot
Group

‘Sample_Group

B3 o





