
NES=2.42
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.76
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

A

(n=98) (n=273)
TMBLow TMBHigh

(n=98) (n=273)
TMBLow

Age<50 years

NES=2.39
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.73
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=204) (n=79)
TMBLow TMBHigh

(n=204) (n=79)
TMBLow

Age≥50 years

NES=1.59
p<0.01

TMBHigh

FDR<0.01

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.12
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

B

(n=46) (n=196)
TMBLow TMBHigh

(n=46) (n=196)
TMBLow

WHO Grade Ⅱ

NES=2.08
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.40
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=129) (n=133)
TMBLow TMBHigh

(n=129) (n=133)
TMBLow

WHO Grade Ⅲ

NES=2.02
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.51
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=127) (n=22)
TMBLow TMBHigh

(n=127) (n=22)
TMBLow

WHO Grade IV

NES=2.23
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.49
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

C

(n=113) (n=170)
TMBLow TMBHigh

(n=113) (n=170)
TMBLow

Astrocytoma

NES=2.14
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.40
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=62) (n=159)
TMBLow TMBHigh

(n=62) (n=159)
TMBLow

Oligdendroglioma

NES=2.02
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.51
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=127) (n=22)
TMBLow TMBHigh

(n=127) (n=22)
TMBLow

Glioblastoma

NES=2.58
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.95
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

D

(n=121) (n=302)
TMBLow TMBHigh

(n=121) (n=302)
TMBLow

NES=2.59
p<0.001

TMBHigh

FDR<0.001

GO_CELL_CYCLE_G1_S_PHASE_TRANSITION

NES=2.78
p<0.001

FDR<0.001

GO_CHROMOSOME_SEGREGATION

(n=177) (n=50)
TMBLow TMBHigh

(n=177) (n=50)
TMBLow

IDH Mutant IDH Wildtype


