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Supplementary figure 1: (A) Schematic map of JCC5 (L1RP in pBSKS plasmid) [37] and its
restriction digestion with EcoRIl and Hindlll restriction enzymes. The digested product was
resolved in 1.5% agarose gel. The 234 bp RT fragment (marked by arrow) was subcloned in
Pet28a bacterial expression vector. (B) Western blot of LIRTgy (immunogen) and full length
exogenous L1ORF2p with non-immune mice sera.
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Supplementary figure 2: (A) Immune sera from five different mice were checked by Western
blot showing a distinct 150 kDa band of exogenous L1ORF2p in HEK293T total lysate
transfected with LIRPEGFP [38]. (B) Sensitivity analysis of L1 ORF2p antibody by Western
blot and silver staining.



Supplementary figure 3: Hematoxylin-eosin stained section of post-operative OSCC samples.
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Supplementary figure 4: IHC analysis of L1ORF2p expression in post-operative OSCC
samples. (A) High L1ORF2p expression. (B) Moderate expression of LIORF2p. (C) Less or no
expression of LIORF2p.
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Supplementary figure 5: IHC analysis of L1ORF1p expression in post-operative OSCC
samples. (A) High L1ORF1p expression. (B) Moderate expression of LIORF1p. (C) Less or no
expression of LIORF1p.
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Supplementary figure 6: IHC analysis of p53 expression in post-operative OSCC samples. (A)
Samples showing positive p53 expression. (B) Samples showing negative p53 expression.
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Supplementary figure 7: IHC analysis of L1-ORF2p expression in p53 positive and p53
negative samples of OSCC. (A) IHC analysis of L1-ORF2p expression in p53 positive sample
(C2). (B) IHC analysis of L1-ORF2p expression in p53 negative sample (C1). (C) Representative
of five samples (C2, C9, C15, C19 and C20) showing L1-ORF2p expression in p53 positive



samples. (D) Representative of five samples (C1, C11, C18, C23 and C28) showing L1-ORF2p

expression in p53 negative samples.
Supplementary text:

Clonedin pET 28abetween ECORL1 and Hind 111:

ATGGGCAGCAGCCATCATCATCATCATCACAGCAGCGGCCTGGTGCCGCGCGGCAG
CCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAATTCTACC
AGAGGTACAAGGAGGAACTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAA
AAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAGCATCATTCTGATACCAAAG
CCGGGCAGAGACACAACCAAAAAAGAGAATTTTAGACCAATATCCTTGATGAACAT
TGATGCAAAAATCCTCAATAAAATACTGGCAAACCGAATCCAGCAGCACATCAAAA
AGCTTGCGGCCGCACTGGAGCACCACCACCACCACCACTGA

Chromatogram from sanger sequencing of recombinant ORF2 protein:
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Human L1RP (Acc No. AF148856)
Mice L1 (Acc No. M29324.1) (J. Mol. Biol. 196;757-767 ;1987)
RatL1 (AccNo. DQ100473.1)(Kirilyuk etal. NAR 2008)

>Human L10ORF1 (L1Rp)
MGKKQNRKTGNSKTQSASPPPKERSSSPATEQSWMENDFDELREEGFRRSNYSELREDIQTKGKEVENFEKNLEECITR
ITNTEKCLKELMELKTKARELREECRSLRSRCDQLEERVSAMEDEMNEMKREGKFREKRIKRNEQSLQEIWDYVKRPNL
RLIGVPESDVENGTKLENTLQDIIQENFPNLARQANVQIQEIQRTPQRYSSRRATPRH IVRFTKVEMKEKMLRAAREKG
RVTLKGKPIRLTADLSAETLQARREWGPIFNILKEKNFQPRISYPAKLSFISEGEIKYFIDKQMLRDFVTTRPALKELLKEALN
MERNNRYQPLONHAKM

>Mouse L1 ORF1 (GF21)
MAKGKRKNPTNRSQDHSPSSEPRTPTSPNPGHPNTPEKVDVDLKAYLMMMVEDIKKEFNNSLKEIQENTAKELQVLKE
KQENTAKELQVLKEKQENTTKQVEVLIEKQENTSKQVMEMNKTILDLKREVDTIKKTQSEATLEIETLGKKSGTIDASISN
RIQEMEERISGAEDSIENIGTTIKENGKCKKILTQNIQEIQDTMRRPNLRIIGVDENEDFQLKGPANIFNKIIEENFPNLKKE
MPMNIQEAYRTPNRLDQKRNSSRHIIIRTPNALNKDRILKAVREKGQVTYKGKPIRITPDFSPETMKARRAWTDVIQTLR
EHKCQPRLLYPAKLSITIDGETKVFHDKTKFTHYLSTNPALQRIITEKKQYKDGNHALEKTRR

>RatL1ORF1

MARGKRRNPSNRNQDCMPSSEPNSPAKTNMEYPNTPEKQDLVSKSYLIMMLEDFKKDMNTLRETQEIINKQVEAYRE
EWQKSLKEFQENTIKQMKELKMEIEAIKKEHMETTLDIENQKKRQGAVDTSFTNRIQEMEERISGAEDSIEIIDSTVKDN

VKRKKLLVONIQEIQDSMRRSNLRIIGIEESEDSQLKGPVNIFNKIEENFPNLKKEIPIGIQEAYRTPNRLDQKRNTSRHIIV
KTPNAQNKERILKAVREKGQVTYKGRPIRITPDFSPETMKARRSWTDVIQTLREHKCQPRLLYPAKLSINIDGETKIFHDK

TKFTQYLSTNPALQRIINGKAQHKEASYTLEEARN

CLUSTAL multiple sequence alignment of Human, Mice and Rat LIORF1 protein sequences.
Yellow shaded part from human L10RF1 was used to make L10ORF1 specific antibody

Human - -MGKKQONRKTGNSKTQSASPPP---KERSSSPATE--QSWMENDFDELREEGFRRSNYS 53

Mouse MAKGKRKNPTNRSQDHSPSSEPRTPTSPNPGHPNTPEKVDVDLKAY IMMMVEDIKKEEFNN 60

Rat MARGKRRNPSNRNQDCMPSSEPNSPAKTNMEYPNTPEKQDLVSKSYLIMMLEDEFKKDMNT 60
ARk oL L. Ha .. oK . S I

Human ELREDIQTKGKEVENFE ————————————————————— KNLEECITRITNTEKCLKELME 92

Mouse SLKEIQENTAKELQVLKEKQENTAKELQVLKEKQENTTKQVEVLIE ---KQENTSKQVME 117

Rat L-RETQETI INKQVEAYREEWQK ———-—- SLKE-=-——=-———=————————— FOENTI----- 91
H : *ro . *:

Human LKTKARE--—---""""——— = —— = — —— LREECRSLRSRCDQLEERVSAMEDEMNE 127

Mouse MNKTILDLKREVDTIKKTQSEATLEIETLGKKSGTIDASISNRIQEMEERISGAEDSIEN 177

Rat ——KQMKELKMEIEAIKKEHMETTLDIENQKKRQGAVDTSFTNRIQEMEERISGAEDSIEI 149
. : I S S

Human MKREGKFREKRIKRNEQSLOQEIWDYVKRPNLRLIGVPESDVENGTKLENTLODIIQENFEP 187

Mouse IGTTIKENGKCKKILTONIQEIQDTMRRPNLRIIGVDENEDFQLKGPANIFNKIIEENFEP 237

Rat IDSTVKDNVKRKKLLVQNIQEIQDSMRRSNLRIIGIEESEDSQLKGPVNIFNKIIEENFP 209

* . * * *. ek Xk Kk . ~k ***:** *': . . * ::'** * k k%

Human NLARQANVQIQEIQRTPQRYSSRRATPRHIIVRFTKVEMKEKMLRAAREKGRVTLKGKPI 247

Mouse NLKKEMPMNIQEAYRTPNRLDQKRNSSRHIIIRTPNALNKDRILKAVREKGQVTYKGKPI 297

Rat NLKKEIPIGIQEAYRTPNRLDQKRNTSRHIIVKTPNAQNKERILKAVREKGQVTYKGRPI 269
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Kk ke . . * k% *k Kk ok .k e kK kk ke . . ke o okek khkkkekk Kkkokk

Human RLTADLSAETLOQARREWGPIFNILKEKNFQPRISYPAKLSFISEGEIKYFIDKQMLRDEV 307

Mouse RITPDFSPETMKARRAWTDVIQTLREHKCQPRLLYPAKLSITIDGETKVFHDKTKETHYL 357
Rat RITPDFSPETMKARRSWTDVIQTLREHKCQPRLLYPAKLSINIDGETKIFHDKTKFTQYL 329
Kok Kok KkeskkE Kk s es Kakes Kkks KEKK KK kK Kk KKk .

Human TTRPALKELLKEALNMERNNRYQPLQNHAKM 338
Mouse STNPALQRIITEKKQYKDGNHALEKTR--R-385
Rat STNPALQRIINGKAQHKEASYTLEEAR——N 357

* *** ..

>Human L1 ORF2

MTGSTSHITILTLNINGLNSAIKRHRLASWIKSQD PSVCCIQETHLTCRDTHRLKIKGWRKIYQANGKQKKAGVAILVSDK
TDFKPTKIKRDKEGHYIMVKGSIQQEELTILNIYAPNTGAPRFIKQVLSDLQRDLDSHTLIMGDFNTPLSTLDRSTRQKVN
KDTQELNSALHQADLIDIYRTLHPKSTEYTFFSAPHHTYSKIDHIVGSKALLSKCKRTEIITNYLSDHSAIKLELRIKNLTQSRS
TTWKLNNLLLNDYWVHNEMKAEIKMFFETNENKDTTYQNLWDAFKAVCRGKFIALNAYKRKQERSKIDTLTSQLKELE
KQEQTHSKASRRQEITKIRAELKEIETQKTLQKINESRSWFFERINKIDRPLARLIKKKREKNQIDTIKNDKGDITTDPTEIQT
TIREYYKHLYANKLENLEEMDTFLDTYTLPRLNQEEVESLNRPITGSEIVAIINSLPTKKSPGPDGFTAEFYQRYKEELVPFLL
KLFQSIEKEGILPNSFYEASIILIPKPGRDTTKKENFRPISLMNIDAKILNKILANRIQQHIKKLIHHDQVGFIPGMQGWENIR
KSINVIQHINRAKDKNHMIISIDAEKAFDKIQQPFMLKTLNKLGIDGTYFKIIRAIYDKPTANIILNGQKLEAFPLKTGTRQG
CPLSPLLFNIVLEVLARAIRQEKEIKGIQLGKEEVKLSLFADDMIVYLENPIVSAQNLLKLISNFSKVSGYKINVQKSQAFLYT
NNRQTESQIMGELPFTIASKRIKYLGIQLTRDVKDLFKENYKPLLKEIKEETNKWKNIPCSWVGRINIVKMAILPKVIYRFN
AIPIKLPMTFFTELEKTTLKFIWNQKRARIAKSILSOKNKAGGITLPDFKLYYKATVTKTAWYWYQNRDIDQWNRTEPSEI
MPHIYNYLIFDKPEKNKQWGKDSLFNKWCWENWLAICRKLKLDPFLTPYTKINSRWIKDLNVKPKTIKTLEENLGITIQDI
GVGKDFMSKTPKAMATKDKIDKWDLIKLKSFCTAKETTIRVNRQPTTWEKIFATYSSDKGLISRIYNELKQIYKKKTNNPIK
KWAKDMNRHFSKEDIYAAKKHMEKKCSSSLAIREMQIKTTMRYHLTPVRMAIIKKSGNNRCWRGCGEIGTLLHCWWD
CKLVQPLWKSVWRFLRDLELEIPFDPAIPLLGIYPNEYKSCCYKDTCTRMFIAALFTIAKTWNQPKCPTMIDWIKKMWHI
YTMEYYAAIKNDEFISFVGTWMKLETIILSKLSQEQKTKHRIFSLIGGN

>Mice L10ORF2
MPTLTTKIKGSNNYFSLISLNINGLNSPIKRHRLTDWLHKQDPTFCCLQETHLREKDRHYLRVKGWKTTFQANGLKKQA
GVAILISDKIDFQPKVIKKDKEGHFILIKGKILQEELSILNIYAPNARAATFIRDTLVKLKAYIAPHTIIVGDFNTPLSSKDRSWK
QKLNRDTVKLTEVMKQMDLTDIYRAFYPKTKGYTFFSAPHGTFSKIDHIIGHKTGLNRYKNIEIVPCILSDHHGLRLIFNDN
INNGKPTFTWKLNNTLFNDTLVKEGIKKEIKDFLEFNENEATTYPNLWDTMKAFLRGKLIALSASKKKRETAHTSSLTTHL
KALEKKEAHSPKRSRRQEIIKLRGEINQVETRRTIQRINQTRSWFFEKINKIDKPLARLTKGHRDKILINKIRNEKGDITTDPE
EIQNTIRSFYTRLYSTKLENLDEMDKFLDRYQVPKLNQDQVDHLNSPISPKEIEAVINSLPTKKSPGPDGFSAEFYQTFKED
LIPILHKLFHKIEVEGTLPNSFYEATITLIPKPQKDPTKIENFRPISLMNIDAKILNKILANRIQEHIKAIIHPDQVGFIPGMQG
WENIRKSINVIHYINKLKDKNHMIISLDAEKAFDKIQHPFMIKVLERSGIQGPYLNMIKAIYSKPVANIKVNGEKLEAIPLKS
GTRQGCPLSPYLFNIVLEVLARAIRQQKEIKGIQIGKEEVKISLFADDMIVYISDPKNSTRELINLINSFGEVAGYKINSNKS
MAFLYTKNKQAEKEIRETTPFSIVTNNIKYLGVTLTKEVKDLYDKNFKSLKKEIKEDLRRWKDLPCSWIGRINIVKMAILPK
AIYRFNAIPIKIPTQFFNELEGAICKFVWNNKKPRIAKSLLKDKRTSGGITMPDLKLYYRAIVIKTAWYWYRDRQVDQWN
RIEDPEMNPHTYGHLIFDKGAKTIQWKKDSIFNNWCWHNWLLSCRRMRIDPYLSPCTKVKSKWIKELHIKPETLKLIEEK
VGKSLEDMGTGEKFLNRTAMACAVRSRIDKWDLMKLQSFCKAKDTVNKTKRPPTDWERIFTYPKSDRGLISNIYKELKK
VDFRKSNNPIKKWGSELNKEFSPEEYRMAEKHLKKCSTSLIIREMQIKTTLRFHLTPVRMAKIKNSGDSRCWRGCGERGT
LLHCWWECRLVQPLWKSVWRFLRKLDIVLPEDPAIPLLGIYPEDAPTGKKDTCSTMFIAALFIIARSWKEPRCPSTEEWI
QKMWYIYTMEYYSAIKKNEFMKFLAKWMDLEGIILSEVTHSQRNSHNMYSLISGY
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>Rat L1ORF2
MNIKGNNNHYSLISLNINGLNSPIKRHRLTNWIRNEDPAFCCLQETHLRDKDRHYLRVKGWKTTFQANGQKKQAGVAI

LISNKINFQLKVIKKDKEGHFIFIKGKIHQDELSILNIYAPNTRAPTYVKETLLKLKTHIAPHTIIVGDFNTPLSSMDRSWKQK
LNSDVDRLREVMSQMDLTDIYRTFYPKAKGYTFFSAPHGTFSKIDHIIGQKTGLNRYRKIEIPCVLSDHHGLKLVFNNNK
GRMPTYTWKLNNALLNDNLVKEEIKKEIKNFLEFNENENTTYSNLWDTMKAVLRGKLIALSACRKKQERAYVSSMTAHL
KALEQKEANTPRRSRRQEIIKLRAEINQVETKRTIERINRTKSWFFEKINKIDKPLARLTRGHRECVQINKIRNEKGDITTDS
EEIQKIIRSYYKNLYSTKFENLQEMDYFLDRYQVSKLNQEQINQLNNPITPKEIEAVIKGLPTKKSPGPDGFSAEFYQTFIED
LIPILSKLFHKIETDGALPNSFYESTITLIPKPHKDTTKKGNFRPISLMNIDAKILNKILANRIQEHIKTIIHHDQVGFIPGMQG
WENIRKTINVIHYINKLKEQNHMIISLDAEKAFDKIQHPFMIKVLERIGIQGPYLNIVKAIYSKPVANIKLNGEKLEAIPLKSG
TRQGCPLSPYLFNIVLEVLARAIRQQKEIKGMQIGKEEVKISLFADDMIVYLSDPKSSTRELLKLINNFSKVAGYKINSNKSV
AFLYTKEKQAEKEIRETTPFIIDPNNIKYLGVALTKQVKDLYNKNFKTLKKEIEEDLRRWKDLPCSWIGRINIVKMAILPKAI
YRFNAIPIKIPIQFFKELDRTICKFIWNNKKPRIAKAILNNKRTSGGITIPELKQYYRAIVIKTAWYWYRDRQIDQWNRIEDP
EMNPHTYGHLIFDKGAKTIQWKKDSIFSKWCWFNWRATCRRMQIDPCLSPCTKLKSKWIKDLHIKPDTLKLIEEKLGKH
LEHMGTGKNFLNKTPMAYALRSRIDKWDLIKLQSFCKAKDTVVRTKRQPTDWEKIFTNPTTDRGLISKIYKELKKLDRRE
TNNPIKKWGSELNKEFTAEECRMAEKHLKKCSTSLVIREMQIKTTLRFHLTPVRLAKIKNSGDSRCWRGCGERGTLLHC
WWDCRLVKPFWKSVWRFLRKLDIELPEDPAIPLLGIYPKDASTYKRDTCSTMFIAALFIIARKWKEPRCPSTEEWIQKM
WYIYTMEYYSAIKNNKFMKFVGKWLELENIILSELTQSQKDIHGMHSLISGY

CLUSTAL multiple sequence alignment of Human, Mice and Rat L10RF2 protein sequences
Yellow shaded part from human L10RF2 was used to make L10Rf2 specific antibody

Human ORF2 --—----- MTGSTSHITILTLNINGLNSAIKRHRLASWIKSQDPSVCCIQETHLTCRDTHR 53
ORF2_GF21 MPTLTTKITGSNNYLSLISLNINGLNSPIKRHRLTDWLHKQDPTFCCLQETHLREKDRHY 60
RAT ORF2 = —--—--- MNIKGNNNHYSLISLNINGLNSPIKRHRLTNWIRNEDPAFCCLQETHLRDKDRHY 55
..*...: ::::******** ******:.*::.:**:.**:***** :* *
Human_ ORF?2 LKIKGWRKIYQANGKQKKAGVAILVSDKTDFKPTKIKRDKEGHYIMVKGSIQQEELTILN 113
ORF2 GF21 LRVKGWKTIFQANGLKKQAGVAILISDKIDFQPKVIKKDKEGHFILIKGKILQEELSILN 120
RAT ORF2 LRVKGWKTTFQANGQKKQAGVAILISNKINFQLKVIKKDKEGHFIFIKGKIHQDELSILN 115
Koo kkok e | akkkKk sk akkkkkk ki k sk kK aokkkkk ook ikk ok kokKkkKkok
Human_ ORF?2 IYAPNTGAPRFIKQVLSDLORDLDSHTLIMGDENTPLSTLDRSTRQKVNKDTQELNSALH 173
ORF2_GF21 IYAPNARAATFIKDTLVKLKAHIAPHTIIVGDLNTPLSSMDRSWKQKLNRDTVKLTEVMK 180
RAT ORF2 IYAPNTRAPTYVKETLLKLKTHIAPHTIIVGDENTPLSSMDRSWKQKLNSDVDRLREVMS 175
Kkok KKk e Kk rake K ke 1 kkikakkokkkkkaokkk kKkak kK.
Human_ ORF?2 QADLIDIYRTLHPKSTEYTFFSAPHHTYSKIDHIVGSKALLSKCKRTEIITNYLSDHSATI 233
ORF2_GF21 OMDLTDIYRIFNPKTKGYTFFSAPHGTFSKIDHIIGHKTGLNRYKNIEIVPCILSDHHGL 240
RAT ORF2 OMDLTDIYRTFYPKAKGYTFFSAPHGTFSKIDHIIGQKTGLNRYRKIEITIPCVLSDHHGL 235
Kok kkKkok . Kk kKKK KKE kakkkkkk ook ki k. . Kk KxKkK .
Human ORF?2 KLELRIKNLTQSRSTTWKLNNLLLNDYWVHNEMKAE IKMFFETNENKDTTYQONLWDAFKA 293
ORF2_GF21 RLIFNNNIKNGKPTFTWKLNNTLLNDTLVKEGIKKEIKDFLEFNENEATTYPNLWDTMKA 300
RAT ORF2 KLVENNN-KGRMPTYTWKLNNALLNDNLVKEEIKKEIKNFLEFNENENTTYSNLWDTMKA 294
Sk e kKRR AR KKkK Kra sk kkk kak Kkoky kkKk Kkkk kK
Human ORF?2 VCRGKFIALNAYKRKQERSKIDTLTSQLKELEKQEQTHSKASRRQEITKIRAELKEIETQ 353
ORF2_GF21 FLRGKLIALSTSKKKRERAHTSSLTTHLKALEKKEANSPKRSRRQEITKLRGEINQVETR 360
RAT ORF2 VLRGKLIALSACRKKQERAYVSSMTAHLKALEQKEANTPRRSRRQEIIKLRAEINQVETK 354
LOREK e kkok s s akkok: Crakr kK KKkaak | ok AKKAK Kok KaaakK
Human ORF?2 KTLOKINESRSWFFERINKIDRPLARLIKKKREKNQIDTIKNDKGDITTDPTEIQTTIRE 413
ORF2_GF21 RTIQRINQTRSWFFEKINKIDKHLARLTRGQRDKILINKIRNEKGDITTDPEEIQNTIRS 420
RAT ORF2 RTIERINRTKSWEFFEKINKIDKPLARLTRGHRECVQINKIRNEKGDITTDSEEIQKIIRS 414

ek e e ekk e ekkhkhkkoekkhkkhkkhk ke KAhkkKk . .o k. ke KkKekekkkkkkk * k% * %
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Human_ ORF2
ORF2_GF21
RAT ORF2

Human_ ORF2
ORF2_GF21
RAT ORF2

Human_ORF2
ORF2_GF21
RAT ORF2

Human_ORF2
ORF2_GF21
RAT ORF2

Human ORF2
ORF2_GF21
RAT ORF2

Human_ ORF2
ORF2 GF21
RAT ORF2

Human_ORF2
ORF2_ GF21
RAT_ORF2

Human_ ORF2
ORF2 GF21
RAT ORF2

Human ORF2
ORF2_GF21
RAT ORF2

Human_ ORF2
ORF2 GF21
RAT ORF2

Human_ ORF2
ORF2 GF21
RAT ORF2

Human_ORF2
ORF2_GF21
RAT ORF2

Human_ ORF2
ORF2_GF21
RAT ORF2

Human ORF2
ORF2_GF21
RAT ORF2

13

YYKHLYANKLENLEEMDTFLDTYTLPRLNQEEVESLNRPITGSEIVAIINSLPTKKSPGP 473
FYKSLYSTKLENLDEMDKFLDKYQVPKLNQDQVDLLNSPISPKEIEAVINSLPAKKSPGP 480
YYKNLYSTKFENLQEMDYFLDRYQVSKLNQEQINQLNNPITPKEIEAVIKGLPTKKSPGP 474

ekk Kkke Kekkkoekkk Kkkk Kk . skk ke e e Kk Kk Kk Keke Kkekkkkkk

DGFTAEFYQRYKEELVPFLLKLFQSIEKEGILPNSFYEASIILIPKPGRDTTKKENFRPI 533
DGFSAEFYQTFKEDLIPVLHKLFHRIEVEGTLPNSFYEATITLIPKPQKDPTKIENFRPI 540
DGFSAEFYQTFIEDLIPILSKLFHKIETDGALPNSFYESTITLIPKPHKDTTKKGNFRPI 534

khkkekkhkkhkk o Kekek Kk Khhkke *k ok khkkkkkkeoe ok *hkkkk ok K*%k * Kk Kk Kk Kk

SLMNIDAKILNKILANRIQQHIKKLIHHDQVGFIPGMQOGWFNIRKSINVIQHINRAKDKN 593
SLMNIDAKILNKILANRIQEHIKEIIHPDQVGFIPGMQGWFNIRKSINVIHYINKLKDKN 600
SLMNIDAKILNKILANRIQEHIKTIIHHDQVGFIPGMQGWFNIRKTINVIHYINKLKEQN 594

hhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkoekkhkk okk hhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkkoekhkkhkkhkkeookke K*ook

HMIISIDAEKAFDKIQQPFMLKTLNKLGIDGTYFKIIRAIYDKPTANIILNGQKLEAFPL 653
HMIISLDAEKAFDKIQHPFMIKVLERSGIQGPYLNIIKAIYSKPVANIKVNGEKLEAIPL 660
HMITISLDAEKAFDKIQHPFMIKVLERIGIQGPYLNIVKAIYSKPVANIKLNGEKLEAIPL 654

Khkhkhkkoekhkhkhkhkhkhkhkhkkeoehkhkkek Koo hhkeok Kookeookhkhkk *k%k K kk ohkkohkhhkox*k

KTGTRQGCPLSPLLFNIVLEVLARAIRQEKEIKGIQLGKEEVKLSLFADDMIVYLENPIV 713
KSGTRQGCPLSPYLFNIVLEVLARAIRQOKEIKGIQIGKEEVKISLFADDMIVYISDPKN 720
KSGTRQGCPLSPYLFNIVLEVLARAIRQOKEIKGMQIGKEEVKISLFADDMIVYLSDPKS 714

Kekhkhkhkhkhkhkhkkhkk hhkkhkhkhkhkhkhkhkhkhkhkkhkkhkkoehkhkhkkhkkoekoekhkhkhkhkkoekhkhkhkhkhkhkkkk o .k

SAQNLLKLISNFSKVSGYKINVQKSQAFLYTNNRQTESQIMGELPFTIASKRIKYLGIQL 773
STRELLNLINSFGEVAGYKINSNKSMAFLYTKNKQAEKEIRETTPFSIVINNIKYLGVTL 780
STRELLKLINNEFSKVAGYKINSNKSVAFLYTKEKQAEKEIRETTPFIIDPNNIKYLGVAL 774

ke oo e kk o kKk * ek ekhkhkhkk ekk hkhkkkk oo okoek ok ** e Kk Kk kK. K

TRDVKDLFKENYKPLLKEIKEETNKWKNIPCSWVGRINIVKMAILPKVIYRFNAIPIKLP 833
TKEVKDLYDKNFKSLKKEIKEDLRRWKDLPCSWIGRINIVKMAILPKAIYRENAIPIKIP 840
TKQVKDLYNKNFKTLKKEIEEDLRRWKDLPCSWIGRINIVKMAILPKAIYRFNAIPIKIP 834

* e e kkkk o ek ek Kk kkk ok ekk e ek khk ke khkhkhkhkhkhkhkhkhkhkkhkk K,k khkkhkhkkkkkk.oxk

MTFFTELEKTTLKFIWNQKRARIAKSILSQKNKAGGITLPDFKLYYKATVTKTAWYWYQN 893
TQFFNELEGAICKFIWNNKKPRIAKTLLKDKRTSGGITMPDLKLYYRAIVIKTAWYWYRD 900
IQFFKELDRTICKFIWNNKKPRIAKAILNNKRTSGGITIPELKQYYRAIVIKTAWYWYRD 894

* Kk kk . . KA KAk Kkeke KAkAkKkeo ok oK ek KKK eke ok Ak ek Kk KAAAAKAKK o o

RDIDOWNRTEPSEIMPHIYNYLIFDKPEKNKQWGKDSLFNKWCWENWLAICRKLKLDPFL 953
ROVDOWNRIEDPEMNPHTYGHLIFDKGAKTIQWKKDSIFNNWCWHNWLLSCRRMRIYPYL 960
ROIDOWNRIEDPEMNPHTYGHLIFDKGAKTIQWKKDSIFSKWCWENWRATCRRMQIDPCL 954

ke e kkkkk Kk ke kk ke kkkkk * *k kkk ek okkk kK kk e oo Kk Kk

TPYTKINSRWIKDLNVKPKTIKTLEENLGITIQDIGVGKDFMSKTPKAMATKDKIDKWDL 1013
SPCTKVKSKWIKELHIKPETLKLIEEKVGKSLEDMGTGEKFLNRTALACSVRSRIDKWDL 1020
SPCTKLKSKWIKDLHIKPDTLKLIEEKLGKHLEHMGTGKNFLNKTPMAYALRSRIDKWDL 1014

ek kk e ekekhkkoekoeokk Kkek kK. oKk .. ek ke k. .k * . . .k k ok ok ok ok

IKLKSFCTAKETTIRVNRQPTTWEKIFATYSSDKGLISRIYNELKQIYKKKTNNPIKKWA 1073
MKLQSFCKAKDTVNKTKRPPTDWERIFTYPKSDRGLISNIYKELKKVDFRKSNNPIKKWG 1080
IKLQSFCKAKDTVVRTKRQPTDWEKIFTNPTTDRGLISKIYKELKKLDRRETNNPIKKWG 1074

s kk e kkk Kk oKk . ek Kk Kk e kKo e Ko kAkAkKk KKk kkKk oo s e kKKK K KK

KDMNRHFSKEDIYAAKKHMKKCSSSLAIREMQIKTTMRYHLTPVRMAIIKKSGNNRCWRG 1133
SELNKEFSPEEYRMAEKHLKKCSTSLIIREMQIKTTLRFHLTPVRMAKIKNSGDSRCWRG 1140
SELNKEFTAEECRMAEKHLKKCSTSLVIREMQIKTTLRFHLTPVRLAKIKNSGDSRCWRG 1134

ceke ke Ko Kekkoekkhkhkhoehkhk hhkhkkhhkhkhkkhkhkekehkhkkhhhkek *kokkhke *kkkk

CGEIGTLLHCWWDCKLVQPLWKSVWRFLRDLELEIPFDPAIPLLGIYPNEYKSCCYKDTC 1193
CGERGTLLHCWWDCRLVQPLWKSVWRFLRKLDIVLPEDPAIPLLGIYPEDAP-TGKKDTC 1199
CGERGTLLHCWWDCRLVKPFWKSVWRFLRKLDIELPEDPAIPLLGIYPKDAS-TYKRDTC 1193

Khkk Kk hkhkhkhkhkhkhkkekhkkekekhkhkhkhkhhhk koo ek kkkkkhkkhkkkk o o < kKK

TRMFIAALFTIAKTWNQPKCPTMIDWIKKMWHIYTMEYYAAIKNDEFISEFVGTWMKLETI 1253
STMFIAALFIIARSWKEPRCPSTEEWIQKMWYIYTMEYYSATIKKNEFMKFLAKWMDLEGT 1259
STMFIAALFIIARKWKEPRCPSTEEWIQKMWYIYTMEYYSATIKNNKFMKFVGKWLELENT 1253

Khkhkhkkkk Kkhkeoe Keookokkoe e KK e AAK e AAKAAAA K e AA Ko o o ke Ko K e KKk K



Human_ORF2

ILSKLSQEQKTKHRIFSLIGGN 1275

ORF2_GF21 ILSEVTHSQRNSHNMYSLISGY 1281

RAT ORF2 ILSELTQSQKDIHGMHSLISGY 1275

>hL10ORF2RT
EFYQRYKEELVPFLLKLFQSIEKEGILPNSFYEASIILIPKPGRDTTKKENFRPISLMNIDAKILNKILANRIQQHIKKL
>mL10ORF2RT

EFYQTFKEDLIPVLHKLFHRIEVEGTLPNSFYEATITLIPKPQKDPTKIENFRPISLMNIDAKILNKILANRIQEHIKEI
>rL10RF2RT

EFYQTFIEDLIPILSKLFHKIETDGALPNSFYESTITLIPKPHKDTTKKGNFRPISLMNIDAKILNKILANRIQEHIKTI

CLUSTAL(

hL1ORF2RT
mL1ORF2RT
rL1ORF2RT

hL1ORF2RT
mL1ORF2RT
rL10ORF2RT

Percent
1:
2:
3:

14

1.2.4) multiple sequence alignment

EFYOQRYKEELVPFLLKLFQSIEKEGILPNSFYEASIILIPKPGRDTTKKENFRPISLMNI 60
EFYQTFKEDLIPVLHKLFHRIEVEGTLPNSFYEATITLIPKPOKDPTKIENFRPISLMNI 60

EFYQTFIEDLIPILSKLFHKIETDGALPNSEFYESTITLIPKPHKDTTKKGNFRPISLMNI 60
KEKK o ke kek Kk kkks kk sk kkkkkkk s ek kkkkk sk kk Kk ok kKK kKKK
DAKILNKILANRIQQHIKKL 80

DAKILNKILANRIQEHIKET 80

DAKILNKILANRIQEHIKTI 80

Kk kkAhkIhkkhkkhkkhkhAk ek kk .

Identity Matrix - created by Clustal2.l
hL1ORF2RT 100.00 76.25 73.75
mL1ORF2RT 76.25 100.00 83.75
rL10RF2RT 73.17583.75 100.00



Original Gels and Immunoblots shown in main figures attached :
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Original western blots of Main Figure 2 (B)
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Original western blots of Mouse tissues of Main Figure 3 (A)
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Original Gels and Immunoblots shown in supplementary figures attached :
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19




kDa

-4

kDa

180 -

130 -

100~

70 "

62~

517

Original gel and western blots of Supplementary Figure 2

Mouse 4 Mouse 5
o
2 o o ug kDa 8 < ] ng
kDa e o~
2 o o
© ng - 51 -
3 o 100 kDa
70~ -
- .
w2 o 51- 29 -
[ oc -
5 St- o 2 2
= = 29_ -
5 42 - 8 22-| 17 -
14 -
29 - 14~ 11-
11 -
22 -
HEK293T total lysate Transfected with LLIRPEGFP Purified hL1RT, {immu n)

a-L1 ORF2

20




Original Hand written hard copies of Immunoblots shown in main figures attached :
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Sain Yeigure Blots .
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Original Hand written hard copies of Immunoblots shown in supplementary figures

attached :
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