[bookmark: _Ref524067128]Table S4. Identification of gene status in tumour tissue and baseline ctDNA
	Patient ID
(N=10)
	Gene status in tumour tissue
	Mutant genes in ctDNA

	P03
	ARMS: KRAS WT, NRAS WT, HRAS WT 
RT PCR: BRAF WT
	APC, EPHA3, TP53

	P05
	NGS: PIK3CA MT, TP53 MT, KRAS MT
RT PCR: BRAF WT
	Unidentified

	P06
	NGS: APC MT, KRAS MT, TP53 MT
RT PCR: BRAF WT
	APC, KRAS, TP53, TSC1, MED12, KIT, PIK3R1

	P07
	NGS: APC MT, KRAS MT, TP53 MT
RT PCR: BRAF WT
	APC, KRAS, TP53, DNMT3A, FAT1

	P08
	ARMS: KRAS WT, NRAS WT
	TP53, APC

	P10
	ARMS: KRAS WT, NRAS WT, HRAS WT
	RNF43, TP53

	P14
	ARMS: KRAS MT
	KRAS, TP53, APC

	P15
	NGS: KRAS MT
	KRAS, TP53, CDK12, AR, NTRK3, FAT1, APC

	P18
	NGS: BRAF MT, TP53 MT
ARMS: KRAS WT
RT PCR: BRAF
	BRAF, TP53, RNF43 ,PTCH1, ESR1, TNN, PCNXL2

	P19
	ARMS: KRAS WT
RT PCR: BRAF WT
	TP53, SMO, EFCAB7


[bookmark: _GoBack]ARMS = amplification refractory mutation system; RT PCR = real-time polymerase chain reaction; NGS = next generation sequencing; MT = mutant type; WT = wild type.
