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Supplementary Table S4
Multivariate cox regression results of 4-gene prognostic model 
	Gene symbol
	Coef
	Exp(coef)
	Se(coef)
	Z
	P value

	CD79A
	-0.2402
	0.78647
	0.10393
	-2.311
	0.020823

	CXCL13
	0.22031
	1.24646
	0.06644
	3.316
	0.000914

	IL6
	0.12025
	1.12778
	0.06464
	1.86
	0.062824

	CCL19
	0.17997
	1.19718
	0.07393
	2.435
	0.014912




