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Supplementary Table 1: Brain inflammation-related gene expression. Among several pro-inflammatory genes in bacterial signaling pathways, only expression of Il-1B is higher in the frontal cortex of Tumor-bearing mice and is attenuated by Resection.
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Supplementary Table 2: Spleen bacterial isolate 16S rRNA gene amplicon alignments. Isolates from mouse spleens in the genera Lactobacillus  and Streptococcus  have 100% sequence matches to fecal 16S rRNA amplicon sequences, suggesting that these bacterial translocated from the intestine to the spleen. 
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Supplementary Figure 1: Mammary tumors do not affect colonic monocyte and macrophage infiltration. Although markers of colonic barrier function are altered by tumor implantation, there is no difference in colonic F4/80 staining between treatment groups, a marker of monocyte and macrophage infiltration.
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Supplementary Figure 2: Tumor Cytokines and FISH. Implanted tumors produce many cytokines, but do not have detectable fluorescence for bacterial DNA.
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Supplementary Table 1: Frontal
Cortex Gene Expression

p value Post-Hoc
Gene _ Treatment  Mean StdError _ (ANOVA) (LSD)
Control 1.80E-05 5.86E-06 B
II-1B Resected 2.80E-05 5.86E-06  0.0056 B
Tumor 4.50E-05 4.37E-06 A
Control 0.000063 _ 1.83E-05
-6 Resected 0.000049  1.83E-05 0.83
Tumor 0.000043  1.36E-05
Control 0.000261 0.000122
Ccl2 Resected 0.000456 0.000122 0.31
Tumor 0.000182  8.63E-05
Control 0.000992 0.000166
TIr2  Resected 0.000864 0.000166 0.82
Tumor 0.000981 0.000117
Control 0.006881 0.001167
Tir4  Resected 0.006375 0.001167 0.95
Tumor 0.006597 0.000825
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Supplementary Table 2: Spleen bacterial isolate 16S rRNA gene amplicon alignments

Genus Source Full Taxonomy Confidence Aligned Sequence
Fecal 16S rRNA o - § § § CAGGCGGTCTTTTAAGTCTGATGTGAAAGCCT
Amplicon Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Lactobacillus 1 TCGGCTTAACCGGAGTAGTGCATTGGAAACTG)
Fecal 16S rRNA GGAGACTTGAGTGCAGAAGAGGAGAGTGGAA|
ILactobacillus  Amplicon Bacteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Lactobacillus 0.999 CTCCATGTGTAGCGGTGAAATGCGTAGATATA
Spleen isolate TGGAAGAACACCAGTGGCGAAAGCGGCTCTC
16S rRNA TGGTCTGTAACTGACGCTGAGGTTCGAAAGCG
Ampli Bacteria;Firmicutes;BacilliLactobacillales;Lactobacillaceae;Lactobacill N/A TOGGTAGCAM
plicon acteria;Firmicutes;Bacilli;Lactobacillales;Lactobacillaceae;Lactobacillus
TAGGCGGTTTTTTAAGTCTGATGTGAAAGCCC
Fecal 16S rRNA ACGGCTCAACCGTGGAGGGTCATTGGAAACT
Amplicon Bacteria;Firmicutes;Bacilli;Bacillales;Staphylococcaceae;Staphylococcus 1 GGAAAACTTGAGTGCAGAAGAGGAAAGTGGA
\Staphylococcus N ATTCCATGTGTAGCGGTGAAATGCGCAGAGAT|
Spleen isolate ATGGAGGAACACCAGTGGCGAAGGCGACTTT
16S rRNA CTGGTCTGTAACTGACGCTGATGTGCGAAAGC|
Amplicon Bacteria;Firmicutes;Bacilli;Bacillales;Staphylococcaceae;Staphylococcus N/A GTGGGGATCAA
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Supplementary Figure 1: Colon F4/80 staining
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Supplementary Figure 2: Tumor Cytokines and FISH Staining
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