
Supplement Figure 1. Overall flowchart of steps involved in construction of the prognostic 
metabolic gene signature. 
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Supplement Figure 1. TIC = Tumor-infiltrating Immune Cells; GO = Gene Ontology Analysis; 
KEGG = Kyoto Encyclopedia of Genes and Genomes; GSEA = Gene Set Enrichment Analysis; PPI 
network = Protein-Protein Interaction Network. COX = Cox Regression Analysis; ROC curve = 
Receiver Operating Characteristic. 




