Supplement Figure 2. Venn plot, hot plot, and GO enrichment analysis for the DEGs.
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Supplement Figure 2. A. Venn plots showing common up- and down-regulated DEGs that share
Immune, Stromal and ESTIMATE scores; q < 0.05 and |log fold-change| > 1.5 were the filtering
thresholds for significance of DEGs. B. Hot plot for DEGs. C—E. GO enrichment analysis for 114
DEGs, terms with p and q < 0.05 were considered to be enriched significantly. C. Cellular
component (CC). D. Molecular function (MF). E. Biological process (BP).





