Supplementary Table 2. The prognostic genes in TCGA-LUAD cohort.
	Gene
	HR
	HR.95CI
	pValue

	TMEM173
	0.775
	0.657-0.916
	0.003

	PEBP1
	0.691
	0.516-0.925
	0.013

	KRAS
	1.351
	1.066-1.711
	0.013

	FANCD2
	1.420
	1.056-1.910
	0.020

	COPZ1
	1.685
	1.137-2.498
	0.009

	CISD1
	1.650
	1.196-2.276
	0.002

	ARNTL
	0.680
	0.480-0.963
	0.030

	AGER
	0.877
	0.805-0.955
	0.003


HR: Hazard Ratio; HR.95CI: Hazard Ratio 95% Confidence Interval.

