
	
	Grading
	Lymph node involvement

	Proteins
	all
	HPV independent
	HPV dependent
	all
	HPV independent
	HPV dependent

	
	N (G1-G2/G3)
	p-value
	N (G1-G2/G3)
	p-value
	N (G1-G2/G3)
	p-value
	N (N0/>N1)
	p-value
	N (N0/>N1)
	p-value
	N (N0/>N1)
	p-value

	METTL3
	75 / 26
	0.087
	49 / 18
	0.786
	13 / 14
	0.055
	38 / 30
	0.780
	28 / 21
	0.440
	2 / 8
	1.000

	METTL4
	69 / 24
	0.888
	48 / 18
	0.756
	11 / 3
	0.710
	34 / 29
	0.325
	29 / 22
	0.322
	1 / 6
	0.857

	METTL14
	70 / 26
	0.157
	47 / 18
	0.348
	11 / 4
	0.607
	34 / 30
	0.661
	25 / 21
	0.699
	2 / 8
	0.914

	YTHDC1
	73 / 25
	0.443
	49 / 19
	0.341
	15 / 3
	0.102
	38 / 30
	0.870
	28 / 32
	0.492
	3 / 8
	0.376

	YTHDF2
	74 / 27
	0.458
	49 / 18
	0.587
	13 / 4
	0.412
	38 / 31
	0.773
	29 / 22
	0.547
	2 / 8
	0.533
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