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Figure S9. Expression of pluripotent genes and the correlation with OS in public OC dataset. (A)
The analysis of dataset from UCSC XENA browser (http://xena.ucsc.edu). Correlation of each single
marker with OS 1n 376 patients with primary OC from GDC TCGA Ovarian Cancer (OV) cohort. (B) The

box plot of gene expression level with histologic grade. *P < 0.05 was considered significant.



