
 

Supplementary Figure 8. Validation of the seven-mRNA prognostic 

signature in the HPA database. The deeper the color, the higher expression 

in the tissues. (a-b) COL6A1 expression was higher in tumor tissues. (c-d) 

ITGB6 expression was higher in normal tissues. (e-f) JUN expression was 

higher in tumor tissues. (g-h) LAMA2 expression differences was 

insignificant between normal and tumor tissues. (i-j) PDGFD expression 

was higher in tumor tissues. (k-l) RAC3 expression was higher in tumor 

tissues. (m-n) VCL expression was higher in tumor tissues. 


