
THSD4 3’UTR 5’…CGACUGGXGUUUCUGCACCUUU 3’

3’…GAUAGACGUGAUCUACGUGGAAU 5’miR-18a-5p 

TACC2 3’UTR       5’…GACUUAACUGUUGXGUGCAAUA 3’

3’…UGUCCGGCCCUGUUCACGUUAU 5’miR-92a-3p 

INSR 3’UTR       5’…AAAAGAACAGGUCAGCACXUUU 3’

3’…GAUGGACGUGACAUUCGUGAAAC 5’miR-17-5p 

INSR 3’UTR       5’…AAAAGAACAGGUCAGCACXUUU 3’

3’…GAUGGACGUGAUAUUCGUGAAAU 5’miR-20a-5p 

TGFBR3 3’UTR    5’…AUAAUAUGAUGCCAUUUGCAXC 3’

3’…AGUCAAAACGUAUCUAAACGUGU 5’miR-19a-3p 

TGFBR3 3’UTR    5’… AUAAUAUGAUGCCAUUUGCAXC 3’

3’…AGUCAAAACGUACCUAAACGUGU 5’miR-19b-3p 

SSH1 3’UTR          5’…UGUCUGUGAAAAGGAAGUUUXCACU 3’

3’…AGUCAAAACGUAUCUAAACGUGU 5’miR-19a-3p 

SSH1 3’UTR          5’…UGUCUGUGAAAAGGAAGUUUXCACU 3’

3’…AGUCAAAACGUACCUAAACGUGU 5’miR-19b-3p 

CX3CL1 3’UTR       5’…GGGAGUGGGXCCAAUGCACUUUG 3’

3’…GAUGGACGUGACAUUCGUGAAAC 5’miR-17-5p 

CX3CL1 3’UTR       5’…GGGAGUGGGXCCAAUGCACUUUG 3’

3’…GAUGGACGUGAUAUUCGUGAAAC 5’miR-20a-5p 
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Supplementary Fig. S1 The predicted miRNA binding sites of the studied miR-SNPs


