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Figure S2. Mutational signature comparison of 3A0 and ES2 cells. (A) Mutational
signatures A and B. The mutation spectrum of the two cell lines was decomposed into
different mutation signatures by NMF method. Each color refers to one of six base
substitutions. (B) Mutational signature exposure ratio for 3A0 and ES2 cells. (C) The
cosine similarity with 30 known mutation signatures in the COSMIC database. Dark

blue represents high cosine similarity, and light yellow represents low cosine similarity.



