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Figure S5. Prognosis and expression analysis of shared mutation hub gene. (A) GO
analysis of 2547 shared mutant genes. (B) Kaplan Meier survival analysis of hub genes
COL4A1, COL5A3, COL6A2, COL6A6, LAMAI1, FBLN1 and HSPG2. (C) The
differential expression of THBS2, COL14A1, COL11A1, COL4A1, COL5A3,
COL6A2, COL6A6, LAMAI, FBLN1 and HSPG2 genes in ovarian cancer tissues and

normal tissues.



