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Figure S1
PVT1 was a prognostic factor in glioma patients TCGA and GSE16011 cohorts. (A) Kaplan–Meier survival analysis of all grades of glioma patients based on PVT1 expression in TCGA cohort. (B) Kaplan–Meier survival analysis of GBM patients based on PVT1 expression in TCGA cohort. (C) Kaplan–Meier survival analysis of patients with MGMT promoter methylation based on PVT1 expression in TCGA cohort. (D) Kaplan–Meier survival analysis of patients without MGMT promoter methylation based on PVT1 expression in TCGA cohort. (E) Kaplan–Meier survival analysis of all grades of glioma patients based on PVT1 expression in GSE16011 cohort. (F) Kaplan–Meier survival analysis of GBM patients based on PVT1 expression in GSE16011 cohort.

















The original version of Western Blot.
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