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Figure S1. A. Heatmap for immune responses based on CIBERSORT, ESTIMATE, quanTIseq, xCell, MCP-counter, EPIC, and TIMER algorithms among the high and low-risk groups. B. The correlation between immune cell subpopulations and related functions was evaluated using ssGSEA. C. Expression of common immune checkpoints between the high and low-risk HCC patients. 
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Figure S2. A-C. Overall survival of HCC patients (N=362) from the Gepia project with high or low expression levels. D. The protein-coding potential analysis of NRAV was performed using the ORF finder from NCBI. E. Using CPC 2.0 to predict the coding capability of NRAV. Table S1. The list of 174 ferroptosis-related DEGs. Table S2. The list of primer sequences. (Supplementary Materials)

image1.jpeg
>

riskscore riskScore,
1 0 0 B _ risk 15 2

B con TIMER

T cal CDA*_ TIMER

i Myelow dondric col TIMER

U ORAET R it L N

b i u'llh lrll ik n‘n AT w' I U L R u‘w | i T e crsony ° o
it i ,n i

e o CBERSORT Woh
j | . o o o
i |f| i " ”“ " '" lh |”| ”] M I f »hl T © Mothods
1A ‘ \ l: | il
i

Nonocyle. CIBERSORT
| 1 ILAE " Wacrophage Mo_CiBERSORT TIMER
(LU S i n \

Mast coll acivatod CIBERSORT 3
1§ Newrophi_CIBERSORT CIBERSORT

A K "1"! it

Tesncou g CIBERSORT-ABS [CRcRsORT AR
ot DA+ memary actted g
T collolcar hlpe CIBERSORT-ABS 10| QUANTISEQ
T ol ouitory (1) CIBERSORT-ABS MCPCOUNTER
i coll acatod CIBERSORT ABS
| Macrophgs N0 CIBERSORT ABS XCELL
1 Mactopnage z_CIBERSORT-ABS -15 ) epic
I Mos co resing CIBERSORT-ABS
Noutophl CIBERSORTABS

|
| I A | 1 \H I
ll (R}
| 8 ot OuANTISED
| 1 |'l' Macrophage M1 GUANTISEQ

| | |
1 I nl AP (TR TTRE LT
Mocrophage M2 QUANTISEQ

i Monocyle. GUANTISEQ
LR LR G LU R UL um ‘lll \I w u g Nourophi_ QUANTISEQ
T cell DA+ (non-regulalory)_ QUANTISEQ
i !I‘

| el 'l ! ih ‘ o EET ST,

| \ T col MCPCOUNTER
| | T col CDBe_MCPCOUNTER
Score MCPCOUNTER

T coll requitory (rsge) QUANTISEQ
ncharactonzed col GUANTISEQ

epttancty
Bcan MOPCOURTER.

(i I
| |}
I
1 ’ Monocyle_MCPCOUNTER
w Macrophagertianocye NCPCOUNTER
1l | | Myolod dondrc coll MCPCOUNTER
AT o |wnw m IIV “*III

Naulrophi_ MCPCOUNTER
L] ‘Cancer associaled fbroblast MCPCOUNTER

ol g !

Nl o xceLL
| | ] ! T coll CD4+ memory_XCELL
’ 1 i [ll (1] I i l PR l ) | \I 1 {/ T coll CD4+ contral memory_XCELL
) ni al I 1 | II T coll CD8* naive_XCELL
| 18 ek
f ] N
|

(R uh |'| ||||| Il T o o ogenr XCELL
(b ;‘3 I,1.‘..m.

1 '|‘ ! 1
G
10 1 T coll NK_XCELL

ol 8 M il ‘lzl | ’| VT ‘Iil i el ] 1 H } l'l |||ﬂ JT ) S
1"”

|
I | I ‘Common myelcwd progenior_XCELL
UM T ERNT T RIT ) B0 110K IR Endotholalcoll XCELL
I ‘Granulocyta-monacyle progenior XCELL
L PR  omotooaessomcot xceLL
[l | [ k| LR l Macrophage M2 XCELL
Mast coll_XCELL

1 T cell rogulatory {Tregs) XCELL

"'m' i "I. "' ol gy

W T AT W, o ‘\!'I\H Y Pt w1
c m— - o

Cancr s o £P1C
Hacrophage.
atonzed oLEPIC

[l W —

Risk E3 low £3 hon

joof ™t et e oms

s
Tubl %%

s‘?‘”’“f’"ﬁfﬁ

£ g’ 5

| Seneopression





image2.jpeg
Overall Survival B Overall Survival (o] Overall Survival

2 — LovomcrTew 24 — Lov A oW 24 — LowzePuaast o
R R T B
Logank p=000048 Loorancp-3.50-05
21 ya0mea 31 RS oeos 21 (HRI-0 00058
T P o162 3 5 oo
2 nlow)=182 5 3 2 n(low)=181
2 84 € 31 [ -5 |
H H H
a 2 2
H - H - % -
83 23 BE
8 8 8
=7 T T T T T T ) T T T T T T 3 T T T T T T
o » o o w w o o ® @ ®m w w o m © @ W w w
Months Months Months
Label Strand Frame Start Stop Length (nt | aa)
ORF12 + 2 3479 379% 318105 A
ORF8 + 2 848 1108 26186 ID CINC
ORF20 - 1 215 6 210|169 2
; ENST00000669580.1 coding (weak)
ORF10 + 2 2612 2785 174 |57
ORF7 + 2 29 187 159 | 52
ORF13 + 3 258 410 153 |50
ORF24 - 2 298 155 144 |47
ORF28 - 3 849 712 138145
ORF2 + 1 2854 2988 135|44
ORF23 - 2 781 650 132|143
ORF26 - 3 1974 1849 126 |41
ORES 1 238 24 1268144 4





