
Supplementary Information 

 

Additional file 1: Figure S1. 

 

Figure S1. Subtype analysis and identification of the hub gene. (A) Heat map of correlation 

between CRC cell subpopulations and cell line types. (B) Differential gene analysis in bulk 

transcriptomics. (C) Expression of ENO2 between C1 subtype and C2 subtype. (D) Kaplan-Meier 

curves for patients stratified by microsatellite status and ENO2 expression. 

 

 

 

 



Additional file 2: Figure S2. 

 

Figure S2. Expression of ENO2 in TCGA MSI-H and MSS cohort. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Additional file 3: Figure S3. 

 

Figure S3. ENO2 enhanced MSI-H CRC cell glycolysis by regulating glycolytic enzymes. (A) 

Changes in ECAR levels in ENO2-overexpressing GP2D cells. (B) Western blot analysis of 

glycolytic enzymes protein levels in ENO2-overexpressing GP2D cells. 

 

 

 

 

 

 

 



Additional file 4: Figure S4. 

 

Figure S4. GSEA of PI3K-AKT. 

 
 


