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Supplementary Figure S1. Association of total Foxp3+ Tregs with CD8+ T cell 1 

parameters by the region of interest (ROI) analysis protocol. A. Five Hot Spots with high 2 

Treg infiltration were selected per case for 81 patients. The correlation plots with linear 3 

regression model of the data from 405 fields are presented. B. The data from all 405 fields 4 

were divided into high and low groups relative to the [Total Treg (cells/filed)] median 5 

value. The two groups were compared by the Mann-Whitney U test. 6 


