Table S1. The optimal cutoff values of clinical factors to differentiate the event of progression
	
	N, median
	AUC
	Cutoff value

	ASPM
	48, 48.895
	0.755
	54.814

	NSE (ng/ml)
	40, 184.7
	0.685
	248.85

	LDH (U/L)
	40, 412
	0.752
	986.5

	Ferritin (ug/L)
	39, 131
	0.749
	191.5

	VMA (mg/24H)
	34, 6.29
	0.703
	8.78

	HVA (mg/24H)
	37, 6.1
	0.615
	21.8

	CONVENTIONAL_TLG (mL)
	37, 268.55
	0.608
	340.87

	GLRLM_RLNU
GLZLM_ZLNU                        
	37, 1572.41
37, 115.526
	0.603
0.682
	1709.41
53.69       

	SHAPE_Volume (vx)    
	37, 116.05
	0.573
	205.70

	[bookmark: OLE_LINK126][bookmark: OLE_LINK127]CONVENTIONAL_SUVbwpeakSphere0.5mL
	37, 4.752
	0.720
	5.197

	CONVENTIONAL_SUVbwpeakSphere1mL 
	37, 3.574
	0.715
	4.4196

	DISCRETIZED_SUVbwmax    
	37, 16
	0.716
	18.5

	DISCRETIZED_SUVbwpeakSphere0.5mL 
	37,13.428
	0.718
	17.07

	[bookmark: OLE_LINK34]GLZLM_SZHGE 
	37, 46.11
	0.637
	51.434

	NGLDM_Coarseness   
	37, 0.002
	0.278
	0.002

	SHAPE_Compacity 
	[bookmark: OLE_LINK225]37,7.368
	0.727
	7.55

	DISCRETIZED_TLG (mL) 
	37, 939.89
	0.623
	1178.78

	DISCRETIZED_SUVbwpeakSphere1mL 
	37, 11.95
	0.712
	14.67


[bookmark: OLE_LINK45]ASPM, Abnormal spindle-like microcephaly-associated protein; NSE, Neuron-specific-enolase; LDH, Lactate dehydrogenase; VMA, 4-hydroxy-3 -methoxy-mandelic acid;  HVA, Homovanillic acid; TLG, Total lesion glycolysis; GLRLM, Gray-level run-length matrices; RLNU, Run length non-uniformity; GLZLM, Gray-level zone-length matrices; ZLNU, Zone length non-uniformity; SUVbw, Standardized uptake value body weight; SZHGE, Short-zone high gray-level emphasis; NGLDM, Neighbouring Gray-level difference matrices.





Table S2. Multivariate of cox survival analysis in radiomics
	
	PFS
	OS

	
	HR
	95% CI
	P
	HR
	95% CI
	P

	CONVENTIONAL_TLG (mL)>340.87
	0.265
	0.028-2.535
	0.249
	0.106
	0.008-1.365
	0.085

	DISCRETIZED_TLG (mL)>1178.78       
	3.155
	0.143-69.491
	0.466
	6.162
	0.179-212.562
	0.314

	SHAPE_Volume (vx)> 205.7    
	0.563
	0.093-1.424
	0.147
	0.440
	0.057-3.387
	0.430

	GLRLM_RLNU>1178.78
GLZLM_ZLNU>53.69
	7.271
8.694
	1.040-50.805
1.460-51.757
	0.046
0.017
	2.220
5.747
	0.231-21.314
0.994-33.219
	0.490
0.051


[bookmark: OLE_LINK129]TLG, Total lesion glycolysis; GLRLM, Gray-level run-length matrices; RLNU, Run length non-uniformity; GLZLM, Gray-level zone-length matrices; ZLNU, Zone length non-uniformity.


