
Additional Table 1
	Si-RNA
	sense
	antisense

	Si-TNMD1
	GUGAUAACGUGACCAUGUATT
	UACAUGGUCACGUUAUCACTT

	Si-TNMD2
	CAAUCCCACUCUAAUAUCATT
	UGAUAUUAGAGUGGGAUUGTT



Additional Table 2
	Primer Name
	Sequense (5'-3')

	TNMD-F1
	CCATGCTGGATGAGAGAGGT

	TNMD-R1
GAPDH-F1
GAPDH-R1
	CTCGTCCTCCTTGGTAGCAG
CATTTCCTGGTATGACAACGA
GCACAGGGTACTTTATTGATGG



Additional Table 3
	GO Term
	GO ID
	Enriched Pathway
	P-value

	Connective tissue development
	GO:0007398
	BP
	4.10e-26

	Extracellular matrix organization
	GO:0008201
	BP
	4.92e-23

	Cartilage development
	GO:0001506
	BP
	6.21e-23

	Collagen-containing extracellular matrix
	GO:0031012
	CC
	7.48e-23

	Banded collagen fibril
	GO:0005546
	CC
	7.58e-23

	Fibrillar collagen trimer
	GO:0008146
	CC
	7.88e-23

	Extracellular matrix structural constituent
	GO:0005201
	CC
	8.05e-23

	Transforming growth factor beta receptor binding
	GO:0008083
	MF
	1.05e-23

	Platelet-derived growth factor binding
	GO:0008089
	MF
	1.05e-23

	TGF-beta signaling pathway
	hsa04350
	KEGG
	2.63e-15

	Hippo signaling pathway
	hsa04371
	KEGG
	9.39e-12

	AGE-RAGE signaling pathway in diabetic complications
	hsa05165
	KEGG
	1.05e-08



Additional Table 4
	Cell type
	GO Term
	GO ID
	Enriched Pathway
	P-value

	Epithelial
	Cell-cell junction organization
	GO:0045216
	Cell-cell junction organization
	5.751825451907e-08

	Epithelial
	Cell-cell junction assembly
	GO:0007043
	Cell-cell junction assembly
	4.51209781598657e-05

	Epithelial
	Epithelial cell morphogenesis
	GO:0003382
	Epithelial cell morphogenesis
	9.25625119260949e-05

	Monocytes
	Neutrophil chemotaxis
	GO:0030593
	Neutrophil chemotaxis
	1.36448504367862e-13

	Monocytes
	Leukocyte chemotaxis
	GO:0030595
	Leukocyte chemotaxis
	8.11643301894192e-13

	Monocytes
	Neutrophil migration
	GO:1990266
	Neutrophil migration
	1.09068856843004e-12

	B cells

	B-cell-mediated immunity
	GO:0019724
	B-cell-mediated immunity
	6.22560247142125e-24

	B cells

	Lymphocyte-mediated immunity
	GO:0002449
	Lymphocyte-mediated immunity
	1.7622832273105e-20

	B cells

	Positive regulation of lymphocyte activation
	GO:0051251
	Positive regulation of lymphocyte activation
	6.47117442924906e-20

	CD4 + T cells
	Regulation of T-cell-mediated cytotoxicity
	GO:0001914
	Regulation of T-cell-mediated cytotoxicity
	9.27477853579474e-10

	CD4 + T cells
	T-cell receptor signaling pathway
	GO:0050852
	T-cell receptor signaling pathway
	2.44098963032206e-09

	CD4 + T cells
	T-cell-mediated cytotoxicity
	GO:0001913
	T-cell-mediated cytotoxicity
	3.64300588114564e-09

	Macrophages

	Antigen processing and presentation
	GO:0019882
	Antigen processing and presentation
	1.56776095091224e-22

	Macrophages

	MHC class II protein complex assembly
	GO:0002399
	MHC class II protein complex assembly
	2.30012811472457e-17

	Macrophages

	Antigen processing and presentation of peptide antigen
	GO:0048002
	Antigen processing and presentation of peptide antigen
	4.83541745229051e-24

	CD8 + T cells
	Natural killer cell-mediated cytotoxicity
	GO:0042267
	Natural killer cell-mediated cytotoxicity
	4.99223900877465e-10

	CD8 + T cells
	Natural killer cell-mediated immunity
	GO:0002228
	Natural killer cell-mediated immunity
	6.63509249968397e-10

	CD8 + T cells
	Collagen fibril organization
	GO:0030199
	Collagen fibril organization
	2.14814164907929e-16

	 Fibroblasts
	Extracellular matrix organization
	GO:0030198
	Extracellular matrix organization
	1.20237832345973e-10

		 Fibroblasts
	Collagen metabolic process
	GO:0032963
	Collagen metabolic process
	1.20959944336569e-10

		 Fibroblasts
	Extracellular structure organization
	GO:0043062
	Extracellular structure organization
	1.24330342280941e-10

	Endothelial cells
	Endodermal cell differentiation
	GO:0035987
	Endodermal cell differentiation
	9.55050955273513e-08

	Endothelial cells
	Endoderm formation
	GO:0001706
	Endoderm formation
	2.25965463839155e-07

	Endothelial cells
	Vasculogenesis
	GO:0001570
	Vasculogenesis
	1.21449082689959e-06



