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	ID
	Symbol
	Protein name
	Adjusted p-value
	Log2 FC

	P22310
	UGT1A4
	UDP-glucuronosyltransferase 1A4
	0.002
	-2.651

	P05166
	PCCB
	Propionyl-CoA carboxylase beta chain
	0.002
	-1.069

	Q9H2A2
	ALDH8A1
	2-aminomuconic semialdehyde dehydrogenase
	0.002
	-1.960

	P00480
	OTC
	Ornithine transcarbamylase
	<0.001
	-2.033

	Q6NUN0
	ACSM5
	Acyl-coenzyme A synthetase ACSM5
	0.003
	-2.274

	P16662
	UGT2B7
	UDP-glucuronosyltransferase 2B7
	<0.001
	-3.049

	P00966
	ASS1
	Argininosuccinate synthase
	0.006
	-2.073

	P36537
	UGT2B10
	UDP-glucuronosyltransferase 2B10
	<0.001
	-3.242

	P14618
	PKM
	Pyruvate kinase PKM
	0.041
	1.229

	P27708
	CAD
	CAD protein
	<0.001
	1.114

	P05165
	PCCA
	Propionyl-CoA carboxylase alpha chain
	0.003
	-1.068

	Q06278
	AOX1
	Aldehyde oxidase
	0.001
	-1.918

	Q16773
	KYAT1
	Kynurenine--oxoglutarate transaminase 1
	0.009
	-1.033

	Q16775
	HAGH
	Hydroxyacylglutathione hydrolase
	0.003
	-1.483

	Q8N159
	NAGS
	N-acetylglutamate synthase
	0.002
	-1.829

	P24298
	GPT
	Alanine aminotransferase 1
	0.001
	-2.423

	P05177
	CYP1A2
	Cytochrome P450 1A2
	0.001
	-3.366

	P04920
	SLC4A2
	Anion exchange protein 2
	0.005
	1.398

	P22309
	UGT1A1
	UDP-glucuronosyltransferase 1A1
	0.012
	-1.831

	Q8TD30
	GPT2
	Alanine aminotransferase 2
	0.022
	-1.107

	Q9UI32
	GLS2
	Glutaminase liver isoform
	0.007
	-1.541

	Q9UJM8
	HAO1
	2-Hydroxyacid oxidase 1
	<0.001
	-1.327

	P17540
	CKMT2
	Creatine kinase S-type
	0.009
	2.992

	O15439
	ABCC4
	ATP-binding cassette sub-family C member 4
	<0.001
	1.294

	Q02338
	BDH1
	D-beta-hydroxybutyrate dehydrogenase
	<0.001
	-1.999

	Q08426
	EHHADH
	Peroxisomal bifunctional enzyme
	<0.001
	-1.438

	P48728
	AMT
	Aminomethyltransferase
	0.002
	-1.075

	Q53FZ2
	ACSM3
	Acyl-coenzyme A synthetase ACSM3
	<0.001
	-2.604

	P00367
	GLUD1
	Glutamate dehydrogenase 1
	0.004
	-1.383

	P07099
	EPHX1
	Epoxide hydrolase 1
	0.001
	-1.264

	Q8IVS8
	GLYCTK
	Glycerate kinase
	<0.001
	-2.333

	P54868
	HMGCS2
	Hydroxymethylglutaryl-CoA synthase
	0.003
	-1.350

	P11712
	CYP2C9
	Cytochrome P450 2C9
	<0.001
	-2.951

	Q9NYQ3
	HAO2
	2-Hydroxyacid oxidase 2
	0.010
	-1.326

	P22033
	MMUT
	Methylmalonyl-CoA mutase
	<0.001
	-1.684

	Q86V21
	AACS
	Acetoacetyl-CoA synthetase
	0.021
	1.455

	Q16798
	ME3
	NADP-dependent malic enzyme
	0.034
	2.070

	Q68CK6
	ACSM2B
	Acyl-coenzyme A synthetase ACSM2B
	<0.001
	-2.156

	ID
	Symbol
	Protein name
	Adjusted p-value
	Log2 FC

	Q63HM1
	AFMID
	Kynurenine formamidase
	0.007
	-1.821

	P16219
	ACADS
	Short-chain specific acyl-CoA dehydrogenase
	0.003
	-1.829

	P08319
	ADH4
	All-trans-retinol dehydrogenase [NAD (+)] ADH4
	0.003
	-3.337

	Q9NQR4
	NIT2
	Omega-amidase NIT2
	0.004
	-1.297

	O00763
	ACACB
	Acetyl-CoA carboxylase 2
	0.003
	-1.366

	Q8TDX5
	ACMSD
	2-amino-3-carboxymuconate-6-semialdehyde decarboxylase
	0.004
	-1.736

	P49189
	ALDH9A1
	4-trimethylaminobutyraldehyde dehydrogenase
	0.001
	-1.062

	P35503
	UGT1A3
	UDP-glucuronosyltransferase 1A3
	0.001
	-2.428

	Q9NUB1
	ACSS1
	Acetyl-coenzyme A synthetase 2-like
	0.004
	1.160

	P24752
	ACAT1
	Acetyl-CoA acetyltransferase
	<0.001
	-1.483

	Q92947
	GCDH
	Glutaryl-CoA dehydrogenase
	0.001
	-2.212

	P54855
	UGT2B15
	UDP-glucuronosyltransferase 2B15
	<0.001
	-1.983

	P05089
	ARG1
	Arginase-1
	0.004
	-1.570

	Q96PE7
	MCEE
	Methylmalonyl-CoA epimerase
	<0.001
	-1.811

	Q06520
	SULT2A1
	Sulfotransferase 2A1
	0.023
	-1.287

	P14621
	ACYP2
	Acylphosphatase-2
	0.028
	-1.026

	Q86WU2
	LDHD
	Probable D-lactate dehydrogenase
	<0.001
	-2.361

	Q9NPD5
	SLCO1B3
	Solute carrier organic anion transporter family member 1B3
	0.001
	-1.687

	P07327
	ADH1A
	Alcohol dehydrogenase 1A
	0.001
	-2.561

	P11498
	PC
	Pyruvate carboxylase
	0.001
	-1.323

	Q16822
	PCK2
	Phosphoenolpyruvate carboxykinase [GTP]
	<0.001
	-1.951

	P05091
	ALDH2
	Aldehyde dehydrogenase
	0.001
	-2.080

	P51589
	CYP2J2
	Cytochrome P450 2J2
	0.005
	-1.347

	Q03154
	ACY1
	Aminoacylase-1
	0.001
	-1.278

	P34896
	SHMT1
	Serine hydroxymethyltransferase, cytosolic
	0.005
	-1.213

	Q9Y694
	SLC22A7
	Solute carrier family 22member 7
	0.002
	-1.457

	P80404
	ABAT
	4-aminobutyrate aminotransferase
	<0.001
	-2.404

	O95342
	ABCB11
	Bile salt export pump
	<0.001
	-1.931

	Q16836
	HADH
	Hydroxyacyl-coenzyme A dehydrogenase
	<0.001
	-1.323

	P54709
	ATP1B3
	Sodium/potassium-transporting ATPase subunit beta-3
	0.011
	1.552

	Q8N5Z0
	AADAT
	Kynurenine/alpha-aminoadipate aminotransferase
	0.001
	-2.289

	P35914
	HMGCL
	Hydroxymethylglutaryl-CoA lyase
	<0.001
	-1.757

	P13569
	CFTR
	Cystic fibrosis transmembrane conductance regulator
	<0.001
	-16.610

	Q9Y6L6
	SLCO1B1
	Solute carrier organic anion transporter family member 1B1
	0.015
	-1.364

	Q9BSE5
	AGMAT
	Agmatinase
	<0.001
	-1.459

	P14920
	DAO
	D-amino-acid oxidase
	<0.001
	-2.049

	Q86XE5
	HOGA1
	4-hydroxy-2-oxoglutarate aldolase
	0.006
	-1.674

	P19801
	AOC1
	Amiloride-sensitive amine oxidase [copper-containing]
	0.013
	-2.973

	P30084
	ECHS1
	Enoyl-CoA hydratase
	<0.001
	-1.973

	P28332
	ADH6
	Alcohol dehydrogenase 6
	0.002
	-2.562

	Q7L266
	ASRGL1
	Isoaspartyl peptidase/L-asparaginase
	0.007
	2.425

	P08684
	CYP3A4
	Cytochrome P450 3A4
	<0.001
	-2.478

	ID
	Symbol
	Protein name
	Adjusted p-value
	Log2 FC

	P51648
	ALDH3A2
	Aldehyde dehydrogenase family 3 member A2
	0.001
	-1.028

	P51649
	ALDH5A1
	Succinate-semialdehyde dehydrogenase
	<0.001
	-1.476

	P35558
	PCK1
	Phosphoenolpyruvate carboxykinase, cytosolic [GTP]
	0.006
	-2.577

	P54710
	FXYD2
	Sodium/potassium-transporting ATPase subunit gamma
	<0.001
	1.575

	P00918
	CA2
	Carbonic anhydrase 2
	0.013
	-1.176

	P00326
	ADH1C
	Alcohol dehydrogenase 1C
	<0.001
	-2.626

	P00325
	ADH1B
	All-trans-retinol dehydrogenase [NAD (+)] ADH1B
	<0.001
	-2.837

	P46952
	HAAO
	3-hydroxyanthranilate 3,4-dioxygenase
	0.004
	-2.310

	P04040
	CAT
	Catalase
	0.001
	-1.329

	Q96C36
	PYCR2
	Pyrroline-5-carboxylate reductase 2
	0.010
	1.633

	O15229
	KMO
	Kynurenine 3-monooxygenase
	0.003
	-1.320

	P04798
	CYP1A1
	Cytochrome P450 1A1
	<0.001
	-16.610

	P10632
	CYP2C8
	Cytochrome P450 2C8
	<0.001
	-3.098

	Q08AH3
	ACSM2A
	Acyl-coenzyme A synthetase ACSM2A
	0.001
	-2.244

	Q9BWD1
	ACAT2
	Acetyl-CoA acetyltransferase, cytosolic
	0.028
	-1.186

	P30038
	ALDH4A1
	Delta-1-pyrroline-5-carboxylate dehydrogenase
	<0.001
	-1.526

	O60656
	UGT1A9
	UDP-glucuronosyltransferase 1A9
	0.007
	-1.507

	P31327
	CPS1
	Carbamoyl-phosphate synthase [ammonia]
	<0.001
	-2.236

	Q9UBQ7
	GRHPR
	Glyoxylate reductase/hydroxypyruvate reductase
	<0.001
	-2.018

	P05181
	CYP2E1
	Cytochrome P450 2E1
	0.001
	-2.146

	P23368
	ME2
	NAD-dependent malic enzyme
	0.008
	1.026

	Q96HY7
	DHTKD1
	2-oxoadipate dehydrogenase complex component E1
	<0.001
	-1.845

	P06133
	UGT2B4
	UDP-glucuronosyltransferase 2B4
	<0.001
	-1.829

	P04424
	ASL
	Argininosuccinate lyase
	0.003
	-1.690

	O15460
	P4HA2
	Prolyl 4-hydroxylase subunit alpha-2
	0.008
	2.094

	P21549
	AGXT
	Alanine--glyoxylate aminotransferase
	0.001
	-2.088

	Q14973
	SLC10A1
	Hepatic sodium/bile acid cotransporter
	<0.001
	-3.557

	Q9Y2P5
	SLC27A5
	Long-chain fatty acid transport protein 5
	<0.001
	-2.815

	P23378
	GLDC
	Glycine dehydrogenase (decarboxylating)
	0.026
	-3.194

	P00505
	GOT2
	Aspartate aminotransferase
	<0.001
	-1.822

	P49419
	ALDH7A1
	Alpha-aminoadipic semialdehyde dehydrogenase
	0.001
	-1.373

	Q9UF12
	PRODH2
	Hydroxyproline dehydrogenase
	<0.001
	-2.108

	P50440
	GATM
	Glycine amidinotransferase
	0.005
	-1.767



