GSE14520
Wilcoxon Rank Sum Test (p =3.77e-14)

GSE39791
Wilcoxon Rank Sum Test (p = 3.184e-12)

GSE54236
Wilcoxon Rank Sum Test (p = 4.361e-04)
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Supplement. Expression Levels and Immune Prediction Results of HNRNPA3 Across
Different Databases
A. Differential expression of HNRNPA3 between tumor and adjacent normal tissues in GSE14520,
GSE39791, GSE54236, GSE113996, and GSE144269 datasets. B. Chi-square analysis results
comparing HNRNPAZ3 high- and low-expression groups in terms of resistance (R) and no resistance (NR)
status. C. TIDE-predicted immune-related scores in HNRNPA3 high- and low-expression groups. TIDE:
CD274: Programmed Death-Ligand 1 (PD-L1); IFNG:
Interferon Gamma; MDSC: Myeloid-Derived Suppressor Cells; MSI.Expr.Sig: Microsatellite Instability
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