Table S2. The expression of the intersection between ferroptosis-related genes and differentially expressed genes of METTL16 from RNA sequencing.
	AccID
	log2FC
	Pvalue
	FDR
	Style
	Mettl16-1
	Mettl16-2
	Mettl16-3
	NC-1
	NC-2
	NC-3

	MUC1
	1.044359
	3.04E-07
	3.09E-06
	up
	148
	150
	79
	75
	63
	64

	TP63
	1.240344
	0.004529
	0.017809
	up
	44
	23
	18
	16
	16
	8

	CP
	2.028798
	6.2E-119
	2.4E-116
	up
	10185
	7245
	5297
	2369
	2085
	1750

	GDF15
	1.118639
	1.39E-35
	9.87E-34
	up
	22003
	25420
	12910
	12090
	10403
	8452

	NUPR1
	1.664938
	3.84E-68
	6.77E-66
	up
	1985
	2184
	1358
	718
	658
	584

	PARP8
	1.160932
	1.83E-07
	1.92E-06
	up
	163
	116
	70
	65
	51
	55

	PARP9
	1.586821
	1.6E-107
	5.8E-105
	up
	9814
	7859
	5375
	3198
	2870
	2478

	PARP10
	2.621984
	9.1E-130
	4.2E-127
	up
	2531
	3111
	1645
	496
	453
	375

	PARP14
	1.165472
	2.46E-53
	2.65E-51
	up
	9625
	7540
	5117
	4260
	3872
	2964

	LCN2
	2.736014
	2.6E-51
	2.67E-49
	up
	332
	360
	210
	51
	51
	49

	IL6
	2.410724
	0.001745
	0.007783
	up
	13
	7
	19
	2
	5
	2

	FURIN
	1.629811
	4.39E-49
	4.19E-47
	up
	1212
	1379
	722
	412
	430
	346

	TFR2
	-1.7902
	0.000473
	0.002491
	down
	9
	11
	2
	36
	23
	24

	CDCA3
	-1.91465
	4.15E-26
	1.97E-24
	down
	64
	91
	44
	321
	297
	224
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